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0.1 50 TTT CGA GTG 15423 2.107925801 32.51054384 474400 50 70.18229363 PAGE Purifica 28 5.9
0.1 50 TTT CGA GTG 15423 2.107925801 32.51054384 474400 50 70.18229363 HPLC Purifica 13 27
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NOX=)LTHEIVHBLET, EX
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L\iﬂ'o [Paper Spec Seet] %3&iR
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Shopping Cart
Current Order as of 2014/10/28 15:48:48 (MPDT)

ZZTRRSNSMAISREH DS
DV HR—IVERETDMEATY,
BEADMRIIHET1~3BHMIET,

Shipping

“E#1° Integrated DNA Technologies MBL KK
{£Ffi: 4-5-3 sakae naka-ku

{EFi#%= (optional): KDXnagoya building 10F
THET#T: NAGOYA-SHI
BRI Aichi
SFEES: 460-0008

[F: Japan

BREES 81-52-857-1909
P55 (optional):
FAXE % (optional):

Step 2 - Select Documentation Options

Paper Spec Sheet
® Printed on paper, packaged with other materials, and shipped with the order

| ®

Electronic Spec Sheet
o] Certificate of Analysis and all QC Data will be available online in Order History for two years.

#1 Random-1 Delate ml Add Complemant  Move fo Wishist  Analyze ¥1,134
Product: 25 nmole DNA Oligo IShips within: 1 busmess day lengih 42
Purification: Desalti uaranieed e nmoles = 95 pgrams
Sequence: §- CCA ACG AAAACG AGC GCC GTG ACA ATT TAG GTT CGC TAA GCT-¥
#2 Random-2 Delete  Edt  Add Complement  Move o \Wishist  Analyze ¥999
Product: 25 nmole DNA Oligo s N
Purification: Standard Desalting Guarsnleed Yleld 3 ODs 8 3 nmn!es = 95 1 ugrams | (REFUNE
Sequence: 5. CGC GAC CAT TCA TAA (A Wish LISU;..@E]
#3 Random-3 HIFR | oetete m ags Complement [l ove to wisnist I anayze | FEMHBEMT w1134
Product: 25 nmole DNA Oligo  Ships w {'%IE *E*ﬁﬁeyu U)JEEI]
Purificati S d Desalting Guaranteed Yield: 3 ODs = 7.7 nmoles = 98.9 pgrams
Sequence: §- CCT CCG GCG ATG AAT CGG ACC CTC CGT TTA GGG CGA AAG TCC -3
#4 Random-4 Delets  Edt  Add Complement  Move o Wishlist  Analyze ¥
Product: 25 nmole DNA Oligo Shlr- --------
Purification: Standard Desalting  Gui 3 ﬁﬁb‘gﬁ Cl \EE§U E s 93 pgrams
Sequence: 5-TTT GAT TGA ACT GCA.Warnings ERTREINET
#5 Random-5 Delete  Edt Add Comglement  Move fo Wishlist  Analyze ¥945
Product: 25 nmole DNA 0|igo Ships within: 1 business day Length: 35
Purificati D Yigld: 3 ODs = 8.8 nmoles = 95.7 ygrams
Sequence: §- CCT CAC GGG GGG GCT ACA GCG CAA GAACTAGTG CA -T
#20 Random-20 Delete  Edt  Add Complement  MovefoWishist  Analze w837
Product: 25 nmole DMA Qligo  Ships within: 1 business day Length: 31
Purification: dard Desalti d Yield: 3 ODs = 10 nmoles = 94.8 pgrams
Sequence: 5- AAC GAG CAG CGAATG AMATAC CTTGCTGCC T -3
| = Ship order when complete (single shipment) I @
b Ip items as avaiable
Promo Code | SubTotal ¥22,680 JPY
I —] I @ @ Shipping and Handling Inquire
Tax ¥0 JPY
Total Inguire
Continue Shopping
@
Delete All ltems
Save To Wish List
Email Cart/Quota
We are your website Click here for more information.
Shipping and Billing
Step 1 - Review Shipping and Billing Addresses Manags Adareases

v
Integrated DNA Technologies MBL #z{%=%t (IDT-MBL KK) E-mail : oligo@mbl.co.jp




15. [Submit] (@) #2')vo LT, FF=TTY, BEXHETICHERS
EHEVTDFETT, EONTIHEWNEEIE, oligo@mbl.co.jpETH
BOEhEL S, ZOBIE. X—=)LHEHZIC TEXER] EANDLTL Aaasonalinfomation
720, Wows:

X BRICEAEICCRBEADERISEIE. NotetllZ [Request Quote] EZZBATEL,
ERBIBEICA —ILICTHERBY ZHXY SETEE. ARBOTHOERZ IR
L&Ed.

Secure Checkout

16. [Add To Wish List]Z2~ v o L1 e d

. . s N . W Chat Now 0 temes
BEE. [Wish ListHOEXABDA Nfscu'rm DNA TECHNOLOGIES e IdensmB = el
) &9, [Shopping Cart] IC3F L T1E Wish ListidZ 2 h58REE X T,
IDENTTH, FTVIRYIZ Products & Senices~  Support & Education  Tools~ Search Go

ZRANCT—ETRENHEZ T, F
X#z&5 T3 ST [Shopping Cart]l  |\A/ish List
ERETOBENDIET,

Please choose items to add or delete...

- Search Wish List (The wishlist defaults to items added in the last six months. Use the search function to locate older items.)

Item name: Start date:I: End date: Clear Search

| Saved Orders (0) |I Saved ltems (20) ‘I FFIE. ZZEOVUYILTTFEY

Saved ltems
Item Name Sequence Description Date Created Qty =]
20/,
Random-20 COAAATTTGGAGCTAGATTCTAACGGTTGAAGACGAA 25 nmale DNA Oligo 1925-3450;:1
129/
Random19  ACTGGAGACTTACCTAGCACACAGAACCGCTTTCGGCTCGCGCGACGTCCATTCTCA O’r’hg”um”'e DriA 1?2§?425“;:1 5]
129/
Random-18 cceCAGAGCCGCTACGGGAAAWGAATAAGATCGGWCTCGCGATAAAATAA(%E:”‘E’ DhA Pzi—g:éo;:q =]
! 10/29/2014 )
Random-17 ACGGAATCAGTCTAGCACCGCTACTTAACCCACCGA 25 nmale DNA Oligo 13945 P11 ]
1072972014 )
Random-16 CGCCACGGAGTAACTCTACAGTGTACCATCTACTAGGCAAGAARS nmole DNA Olig o 2 ]
10/29/2014 )
Random-15 GCAATCCACGCAGGCTAAATCATCGTTCTATGATCCTACAA 25 nmale DNA Oligo 129,45 Pl o
29/
Random-14  GTAAGTGCCGGGATAGAACGTTGAAATTGAGGATCTGGAATAAGTAGAAAAZS nmole DNA Ohgoggiégfﬂ 5]
/29/.
Random-13 ATCGAAACAAAAGCCGCAGAATAAGTGATTATGGCCAAAAAGG2S nmale DNA Oligo 1?253'1?0;;1 ]
10/29/2014 )
Random-12 CGGACACTGCTACACTATCCTTAAGGTGTGCCG 25 nmale DNA Oligo 12945 1 8]

25 nmole DNA  10/29/2014

Oligo 1:22:45 PM o
0 ttemi(s) Selected
Delete Checked ltems Order Checked ltems

Random-11  GCAGTGGGTTGCGTATGAATAGTTGCATTCGCTATACAGCAGCGAAAGGTGTGGTAG

(2]

O ZEfFFXFHREILFEBHBDAAICONT

SANTT LEL=5 [Continue] = >O<IDT Taroldenshi - ~ W Chat Now W1 ltems ¥14,000
g1)wo (@) LTS BIiE INTEGRATED DMNA TECHNOLOGIES
[/E f%;?ﬁfiﬁ;g\‘ i:;éfiiji LU Products & Services~ Support & Education~ Tools~ search GO
AV AENBFHER S C o gt - =
THPUTEISANBUET, @ o o M‘Tfi?t_“lﬁq‘g"“
EtsFResHLELRZEL | Shipping and Billing Addresses Intbarated DN ecomoioges. e ¢
i =73, Sh : s i F460-0008 _
i ﬂ— /b Dlj‘]m 11%"; < S opp I_n_g F::Idz :::k:d ::th 5 :: :::::d for U.S., Canada, and Australia %ﬁf@g&g?%ngTES%:;?
CartdX—2 (HIR—211) IR Please note that we cannot ship to PO boxes. Te|2052—85;19:)9 =
DET,
Shipping -
4| |ntegrated DNA Technologies _|[* BEEQ& &2 AjJ-Fg LYo
B 45 3sakaenakeky I EEH BT XBE HEELIENDSITEATE,
(¥ (optional): | KDXnagoya building 10F
TH#TH: | nagoya-shi H
EBBRREL: | A0S - Aichi i
BBFES: | 460-0008 i
Ek[Japan 1 -
WEE: | 81-52-857-1909 Bz, 052-857-1909 MRS,
PiR(optional): 81-52-857-1909 EZANTE N,
Continue View Cart

M. TSESUIMBL A 7 A T XA b http://ruo.mbl.co.jp/bio/idt/index.html = ZFB TS0\,
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2. Ultramer® DNASE (F1—7#&)

1. IDT 2z 7HA K (http://www.idtdna.com/site) H*S
AJ4>L. [Order Menu] ¥ 7% 1) v LTHRE\,
(p.473H)

2. Order MenuX—® [Ultramer Oligos (up to 200
bases)] (D) U YILTFE0

IDT T SciTools Gustom Synthesis Your Order Center
BHAI PrimerCasest=
Eesgn mécid Custom DHA Oigos Quick Seinct
Oligosnalyzer 3.0 - —— Predesigned QPCR Assays
e JOME e
— {gBlacks Gana Fragments
GMP for Moincular Diagnostics
‘Synthetic Genes
Ovder History fviaw sl
gBiocks Gane Feagmants
Custom Gane Synthesis Gene Exprossion . m Liess
eSS ATIO0M Shgped  ew
Probe-Based Assays Fangng e Rajected Mok,
Primer Orly Assays Pansng  2N0DO0M  Maeesd  NA
Mext Ganeration Sequencing Procesigrad GPCR Assays BN e Shgped  Wiw
Assay Pistes
Bouorras Psircts Parsl Custom GPCR Probes mmoum
AL Panel Malecular Beacons
Pan-Cancer Paral

[TOEITEELTSIBZED. —ETERTDIES

3. ARDIBDEXFENS 1 DETEIRT S0\ T3,
BHEVBEFDR c.[Excel or Text Paste Entry] %
BBV LE T,

4. DNAZI OIS — k&KW IE—L. Order Oligo—
DR TFEBICH D "Please do not enter synthesis..."
EWSHEFT (@) ICBEUTITET,

¥ JE=72Y RR=ZbEITIHEE. TIRILD—KT
3B &2 IVICESY - BeFRZE AN LTS 2SN,
AIHUICKWNEEIF. MBLZA AT 251 b
(http://ruo.mbl.co.jp/bio/idt/now_to_order_ultramer.
html) IZ18H L T\ 5EEE SRS,

Integrated DNA Technologies MBL #z=%t (IDT-MBL KK)

Single Entry

1/'|  Enter long, unmodified sequences one at a time

a. 1ExDHDFEFP. EfiUltramerzaRTIIESICHERALET

Multiple Entry —-p.55 8.~
@__f'l Mumber of ltems: l:l
b.ZHEHELT. BERIANDLET -p.56 11.~\

Excel or Text Paste Enfry

. Paste multiple sequences from Excel or a text file directly into the website.

CIVEITEELTIDIEEY. —ETERTIIBSICERALET

Order Oligos

| [Expand to this many items Duplex ®Paste = Go

28 nmole= 1560 bases 100 nmole= 10-90 bsses 250 nmole, 1 umole, 5 umole, 10 umole=5-100 bases
4 nmale, 20 nmole. bases PAGE bases

Instructions.
Press Enter after each line item_
Avoid using the delimiter in Notes. Doing so will cause the order to be inaccurate.

ADD TO ORDER

ADD TO WISH LIST

‘You can add the items to your order in two different ways. Use only ONE of these methods:
1. Copy and Paste fiom a text editor such as Notepad or via Excel. Do not use Word or any other
. since add hidden and hidden formatting that will cause the order

to fail
2. Type directly into the text box below.

Format

A%l : B5I& B : B3

Excel (tab-delimited) v
Scale:
1 | Rardom=1 AL
[4 nmole Ultramer™ DNA Oligo v Random=2  TCOGGOGTTY
Purification: Normalization: il Rardom=3 GACAGOGAT
Yoorterscwarrcrq
6 Fandom—6 COO0000GCT
q 7} Random=1 ATCTGEAGCA
/ ® o) random-8  GTARGACAC]
9 Randem-4 GOOOGACTTT|
100 Random=10  GTATOOGCCT
11 Random=11  ARAGTGGGCT
1 Random=12 TEETOOGECH
14 Rardem=13  ATTCAAGCGE
14 Rardom=14  GGTGTCAGTT
1 Rardem=15  COATGTTTAA]
16 Rardom=16
1) Rardem=17  TCAGATTCAA)
1l Random=18 | ACGCACCAGH
19 Random=19  GTCTCARCAT:
£l [T
~ o
IoeHSIE—

E-mail : oligo@mbl.co.jp




5.DNAZREU ST/, SBELICEY DRBICIE DTS

AESHERLTTE B). bLEMAZILTNS Format Additional Services
t’%ﬁt;\ [ef17] h‘t’:h‘b:)\vtb\éﬁlﬁﬁ'fﬁﬁ‘&‘) IS Excel tab-dellmltedt v
T, flIE. 10ED Ultramer £E—7> RR—2 Scale: @ sorvees
KNg B & # of Lines 10 t%ﬂ_'\éﬂéf 9, |4 nmole Ultramer™ DNA Oligo v ‘ [[JLabReady
Purification: Normalization:
MNone e Labels({more detail)
6. éﬁEZ’T_}l/t%ﬂH;f(DJg?R (@) 7‘3\%7 L/TC 5\[Add I # of Lines 10 @

To Order (RTE£2) ] £ L <Id.[Add To Wish List (—
BRETD) 120Uy oLET,

ADD TO ORDER »»»p.52
ADD TO WISH LIST »»»p.53

¥ [Add To Order (B#+2) ]ld[Shopping Cart] &0
SEBELUERR—JIZANABIBDIOHTERE
TIITWEEA. (G IZIE. [Shopping Cart]
MORNR—=12. AR AE ZSRLES 0, EAICTR

Standard Label ¥

TTAGTATGCCACTACCGAATGCGAGCATATACTCGGGC
Random-Ultramers
CCGCCGETGAATGAGAGCGACTCAATGACAGTGGACTAATACTCAGGA
TATAAACACAGAACGGGATCGAGCGCGGATCGCTCATCTGATCACCG
ACAGGGTAGGCCGATTGCCTGGGAACGCCATCAGCGGCTGGACTGT
AGTAGTAA

Random-Ultramerd
TACTCCAACACGGCAACGTTTAAACACCCAGGCCCATGTGCGCGACT
TCGCGGTAATCTGACTACCAATAGAACACGAAGGCTTAGCGCAAGTT
TGAACACATATCGCTGTCTTGGTCAGATATCACAGTAGTGGGGATAGG
Random-Ultramer10
GCACCGGATTCATGTTATTGGTTCATIGTGCACAGCGAGGAAACTAGC
GGGCTTTAACTGGTGCGTGCTTACGCCCACCCTATAGATGCGTCTGCT
ATGGAATCGACTAGCAGCAGGCCTCCTCGCAACCATCATCTICTG -

4

BEUNMBERIBEIE. p.53MD15. Z2ZSRIZE

7. [Add To Order]. [Add To Wish List] D&EBSEBIRLIIBE
HD5EIF. AEDERISEIFRESNANET, ABRESIHOT EXABTEEELTTE L,

Ele. BRBELODNAISELTEH, AEDBRERERANRRIEINET,

BIZZEL TEBORIEEIT. BEEZSMNNVLET,
BEPERHERLIMEEN TS (&Y,

TH. ANABICBEFEN — P

4 nmale Ustramer™ DA Oligo | Standand Desating

Heemalization  Neng

Sequenc Rame  Random-Litiames

# Basesdl

T

Order Oligos

o arrings

Wic. MEDMBEBISTH/LE N
¥ you have any questions, please contact I0T Customer Seppost at +65 6775 9187 o asacustcare@ivdidna com

Change Ok

(1 AEDHZDFEE®, Z8iUltramer 2EmH YT 155

8. a.[Single Entry] Z#IRL T T &\,

Single Entry

-
1/ | Enter long, unmodified sequences one at a time

a. 1EDHDFHF. EfiUltramer2 SR T DIESICHERLET

9. BT —ILEREETSE (). BIE (©). B (D)
EENZNAS - BRLTF S HTTDAHZEL
LEWBEIE. (®) Ic#FZANL. GOZT YD
L&Y,

10. 88N HDBEIF. X—ITEOBHLILNEIE

4 nmole, 20 nmole

Order Oligos

25 nmole= 1580 bases 100 nmole= 10-90 bases 250 nmole, 1 umole, 5 umcle, 10 umole=5-100 bases
bases PAGE bases

(5'mods,internal,3'mods) 22 1) v (@) L¥d, ¥
TADERNERSNEITDT. [ADD]EZU Y IL

Scale: Purification: @
4 nmole Ultramer™ DNA Oligo v | Standard Desalting v
ormalization | None v

ADD TO ORDER

ADD TO WISH LIST

TFeEhy fIxIE. 5'modsAD5' FAMMD[ADD] =2
DwogaE, [/56-FAM/IH DNAEIID 5" KimflC

DIEICEEFETL B#EIC[Add To Order (B1EH3) ]

| Sequence Name I# Bases:0) @

BMENET. Mix$EEL () NSBMTEZY, & 5

@

£ L<IF[Add To Wish List (—ER%HT3) 1521w N
ILET,
ADD TO ORDER »»» p.52

In

ADD TO WISH LIST »»»p.53

0teS:  Piesse do not enter synthesis instuctions or

p

© (0}

3’muds| Senices I Mixed Bases I

Help I 5" mods Internal Mods

{EffIE##IRL. [ADDIZES Y v 7 LE T
HMIXEEGLTTHSBMTEE T,

structi

ie = unique Sequence Name. This is the name that will sppear on the product labsl. [Required]
2. Plesse use the following instructions to enter your sequence: [Required]

- DNA bases: type the base in uppercase (e.g. A, C, T, G}
3 by clising the. tab above snd following the instructions. [Optional]
4. Enter sny notes or comments sbout the sequence. [Optionsl]

Vhen you're finished entering the information, click the Add to Order button. You will then be taken to the Order Review Page.

Link fo Yields Technical Bulletin Page

M. TSESUIMBL A 7 A T XA b http://ruo.mbl.co.jp/bio/idt/index.html = ZFB TS0\,

55

BN I HLTO



DI THA MDENS

56

[DNADFFZ{T2HE(ERAN)] Z2FIRT DIES
11.%52 b.[Multiple Entry] ICET LW AEAEAD (@) L.

12. BT —I. BERBEEI—FETERTEEZT @,

[GOlZzo ) v (@) LTFRELN,

b.ZHEHEELT. ERIANLET
Multiple Entry

@ ®
Il%/l Number of Items

@), ERICHRETDBEEIT (B®) TERLET, B
SRUOEIEASD (B, @) L. InEBEIBRLET,
ZM#[Add To Order (RfE£2) 1 £ L <3 [Add To
Wish List (—B&RET2) 1220V LTTFE,

4 nmole, 20 nmole

EExpand to this many items

25 nmele= 1560 bases

Order Oligos

ADD TO ORDER »»» p.52
ADD TO WISH LIST »»» p.53

Change Normalizatior

200 beses PAGE

i [ [
‘Change Purificatior SOAm‘lardDesa\(ng ' @

Duplex [Paste  Ge

100 nmele= 10:90 beses 250 nmole. 1 umele, § umole. 10 umele=5-100 bases

ADD TO ORDER

ADD TO WISH LIST

Purification:

Standard Desalting

Scale:
4 nmole Ultramer™ DNA Oligo v
ormalization  Mone v

]

Sequence Nalrt lElases.O @

Notes: prezze

do not en

nter synthesie insiructions or

Scale: Purification:
4 nmole Ultramer™ DNA Oligo v | Standard Desalting
Normalization  MNope v

5

sequence torf |

-3

3. RNASH (F1—T#m)

1. IDT 2 7H 41 b (http://www.idtdna.com/site) H'5

IDT T SciTools ‘Your Order Center
a2+ >U. [Order Menul#7%&21) Yo LTFE, LCH ) Sl ik nae
(p.47B1) Eciaasi EEEITEETN § e O e
98 and 384 Well Pates gBiacks Gane Fragments
_ — T e
2. Order Menu~X—M [Custom RNA Oligos] (D) % [mr——"
51w LTRE N, oo Gre s Gone Exprosion sl
3. 1 ~HMEEDORNAF Y JAFITEFT, [1 DT DERIGERNEZNENANTBAE]EA &, [TOELY— D IE—F Y RR—Z P T—
ECA—F—TB5E]d6. 5TBTS0,
XRNADGEXICIE, MIFOREHENDETT A, webR—STHBICEETEET, (R—UBM)
[1 DI DRI EEIEFNEFNANTDHEE] .
TEOBICEIS (@) CE3l (3 2AHLET, DNARRcA | Oligo Entry
HLrBEIF [Convert to RNA] (B-a.) &2y oL TS, et o _— - .
TmEPGCERNEBEHESNET (@), o e  EE -
FHEEPTIESE (O) ICBFEANLET, SequencellD R
5'Mod/Internal/3'Mod, Mix% 7%&%1) v o4 nid, EavRSEE “#‘l RondomRIAT * |°® SlocklDTLavel ¥ .
EEBDT%%E ﬁﬂ%é\‘?o Scale @ Normalization

5. AE‘ZZ"T WERBRIT L — REHRLES
) 16 L <IZ. [Add To Wish List (—
t—F’éb\o

. [Add To Order (B¥&t
Eﬁﬁ?‘é) 1&200voL

ADD TO ORDER »»»p.52
ADD TO WISH LIST »»»p.53

®1ﬂﬂ nmole RNA oligo

Mo normalizations are available on this
scale

Sequence # (5' — 3)

5 Modw Internal = 3'Wod«

GrArG

#Bases: 21 (Min:10 Max90)

Purification

LR Standard Desalting v

rCrArGrGrurGrCrArGrArArArurGrarCrurur

Services
®-a. a

[ Analytical RP-HPLC ¥11,000 -

@ Conductivity Measurement ¥0

[ Fluorometric Scan (ABS/EM)
19000
4 »

Integrated DNA Technologies MBL #z= =%t (IDT-MBL KK)

E-mail :

oligo@mbl.co.jp




[TOoEIV—FDSIE—F UV RR—ZA P T—HETHA—F—F255%]

XEFIBHZIMESIE. TEODEXHENENTY,

6. [Bulk Input] 22U v o (®) §d&. Ry TT7YIR—IUDENET,

R TP TIR=DIZT ORI — S IE—T Y RR=Z M EFTNET,

7. BIE - BIDHEANTDHE, 25 nmole 2T —)L - BRI L — R TA
NEndd, AT—ILORRIL—ReEELLWNESIE. TRV —
PDCFI. DII(@)DERIC, 3FIB. 4FTNBICRT—IL0RBEIL— KD
BEREADLTLES e ANTEDNE - RABEIFRY T7 Y TR~
COEM(®)ETETE,

@

A B C 7]
1 |RendomBNA-1  1CrArGrGrbGR100neR  STD

Oligo Entry

[)SelectAll  Actions: ~ tems: | 1 @ Go ®
Scale © Normalization

Bulk Input

Questons about using s page? Watch a video dema of new featunes.

Choose a delimiter & Downiosd an Excel templale
TabEwe v

A%l : BE5&  BY : B3

RondomPRNA-2

e

RondamFNA—~
RondamFNA-S
RendamFNA-S
RendomPRNA-T
8 |RondomFNA-E

o

Y

10 |RendomRNA-10

1CerArCr G
et GG

1CrCrArGrCrC
1CrGrGrCrAr i
1GrGrAr_Grtul
1GrCrGrArGrCy
1GrCrUefeCrtal

100nrFR
100nrFR
100nrR
100nrR
2500
[250nmR
250neR
2 50nmR

1GrArGrGrCriu)

250nrR

STD
STD
FNASE
FHASE
STD
STD
STD
STD
STD

Bulk Input

Questons about using s page? Watch a video dema of new featunes.

Choose a delimiter & Downiosd an Excel templale
TabEwe v

Cote Seale
100 nmoke RNA cligo
250 nmoke RNA cligo
Tum 1 pencie: RNA chgo
SumR 5 pmole RNA cligo

10UmR 10 ol RNA oo

Code  Purification

STD  Slandard Desating
RNASE RMase Free HPLC $10.400 00

¥ JE=7YRR=Z bZfTDHE. TOEINI—hTREYUE 2 IVICET) - BIIEZ AN LTLES . aMIICKNEEIF. MBLZA 754 T

22 A K (http://ruo.mbl.co.jp/bio/idt/how_to_order_ultramer.html) (Z#B# L CTL\2EEE ZSBL S0\,

8. —H 100 nmole&M AT —)l - RIETJ L — RTAHLIE. —I1ETER
20— - BRI —REZFITDHEAEETT, Select All 201w
(@) L. Actionsh'SEdit ZFR(O) LEd, ZEEENKRY T7V T
ENFEFTDT RT—IBRIL—RENZNEZZELTTFI L, TEHE.
ZEANEHAINTNDHEDH. BRLTTFI0,

10. BRRAT—IVERRI L — REHRLIZD,
ADD TO ORDER »»» p.52
ADD TO WISH LIST »»»p.53

© DNA/RNA%Z IDTHEEDEH 5 EICERT DIHET

Oligo Entry

5

##1  Randg Delete | StockIDTLabel v i
Scale @ Hormalization

[Add To Order (R#&+2) 16 L <&, [Add To Wish List (—BR%EFEID) 122y ILTFE

RNAZD T THA MIANTDEE. IDTTIE [IN] EWSREREERNTNHNET,

BIZIERNAZFET D853, BRDELSBRECHIDENHUET., —

rUrArUrCrUrCrCrUrCrG

IDTD T 74 hTld. DNAOER TANZTOTEH—EICRNADRRICEE I DHEENH I T,

# Belect AN A e

Ean
@1 [mny Dsteiw
T Comverito RNA
scal @

[Select Alll #F 1V L7=#. [Action]—[Conver To RNA]DIEICZ ') v o LTLEE 0,

M. TSESUIMBL A 7 A T XA b http://ruo.mbl.co.jp/bio/idt/index.html = ZFB TS0\,
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4. DNA&F /Ultramer® DNASH: (7L — MSR)

1.

IDT =744~ (http://www.idtdna.com/site) h*'5

IDT T SciTools Custom Synthesis ‘Your Order Center
OJ4>0L. [Order Menu] % 7% 2o LTFE o;?-‘ﬁ.‘“-,a e i o e
(p.4721R) — i e skl
gBiocks Gane Fragments
. Order MenuX—<M [96 and 384 well Plates] (D) = Orctor History tviaw sl
BOYYILTRE N, Cusom Gana Sy Gore Exprossion il L
pro s ekt e

CABRUR I OBERTL—hEERL. [order] (@) 22UV LT

<rEEby

. #l) 25 nmole Platez#—4—L %9,

@) TOEILT7AIET Y TO— KT 21553 [File Upload] &, O
E—7> RR=Z NTEIZANT 255(d [Paste Entry] Z3BIRL &
ERS
(@) Email AddressE AL TR\ ZDT7 RLRAFBICHRESD:E
HERESEYLET,
(®) Plate Type Z#&IRLTFTE L\ Mix 7 L— hDIEGIIZTESE TS
BTS00
(®) 7L—hADOO—F1 Vv IBAERRTEET,

- Column(A1. B1. C1-) : A1 W' SIBICH—3ICO—T 1 > JdSnEd,

- Rows(A1. A2, A3:) t Al BIBEICHE=FICO—F« >V TJEhET,
- Explicitly Entered : O— R¥ D well ZEBHRICHETCEET,
Explicitly Entered

column Rows

MHTIANETNDIBTEI.

ordering Loading Oplions Modifications
Standard DNA Plate Oligos
98-well plates require @ minimum order of 24 cligos.
384-well plates require a minimum order of 96 ohgos.
Product Pricing Length @
28 nmole DMNA Plate Qlige ¥18 JPY [ Base 15 - 60 Bases Order
100 nmole OMA Plate Ohigo ¥40 JPY | Base 10 - 00 Bases Order
250 nmole DNA Plate Obigo ¥B0 JPY [ Base 5-100 Bases Order
1 umole ONA Plate Olign ¥160 JPY | Baze 5-100 Bazes Order
Ultramer® DNA Plate Oligos
B6-well plates require a minimum order of 24 oligos.
38d-wel plates require 3 minimum order of 86 obgos
Product Pricing Length
4 nmole Utramer®; DMA Plate Oligo ¥64 JPY [ Base 45 - 200 Bases Order
20 nmaole Ulramers DNA Plate Oligo ¥128 JPY | Base 45 - 200 Bases Order
Sub-Nanomole Plate Oligos
Sub-nanomole plates require a minimum order of 283 oligos.
Produst Pricing Length
200 picomole Uramer® DMNA Plate Oligo ¥24 JPY [ Base 45 - 200 Bases Order
500 picomole DA Plate Oligo ¥16 JPY [ Base 15 -6 Bazes Order

Plate Entry view online tutorial)

Plate Entry Info

Choose Entry Method

File Upload v | @
D

Select Flate Well Type
[ 96 Wl Plate

1 ®

Choose Loaging Schome

Emal v Column (AL B1.G1) = @
Emall Address @

oligo@mbl co jp |

Select how you would like to Inad oligos into your plate. Explicit Inading will require you to enter all of your wel positions manuzlly.

gr=

IOEILI7Z7AILO7 Yy TO—EK ¥[File Upload] Z:&3iR
5. FREZnZNBRLET, BRE. Next (@) &2 voLET,

(®) Zupload. (®) % Columnt L <IZRows CDZANZEHEHL E T, ERE. Next (@) 20 voLEY,

(a.) BEAT—ILERERLET,

(b.) BEIL—REERLET,

(c) CE (FvEZU—BRXE) THEEZNELET (BR.

(d.) EUIILEEMRT DN FEMRITDNEZBIRTEZT. &
BAT—IVNCE D THRETEDENEDLUET,

(e) 7L—bhORREEIRLE T, (p.42H

(f.) Dry&T#EIRT S0\,

X Wet& JBIRTALVZI5E. 20,000 HOEERAHHOTLENETD C.

TIRELSESZ W,

oo

. | |Standard Desatting v

Plate Entry (View online tutorial)

Loading Info

Select Synthesis Scale
|25 nmole DNA Qligo v |
Select Punfication

Cheose Oligo Ameunt Per Well d

| Ful Yield . .
Select Plate Type

[Deep Well Flate ] e.
CE Service for Fiale Obgos  Select Shipping Ogbons

Mo +l(addfionalcharas) Oy - f.

Stan Ovar

o ﬁ

. WB (@) =#:R#%. [Enter Sequences] &) v (©) L. EIIA

DEENEEATTS,

Integrated DNA Technologies MBL #z=%t (IDT-MBL KK)

Plate Entry (view oniine tutoriel)

Review and Additional Notes

Plaie Review

Amount Per Well Type: Full Yiekd @
Amount Per Well 0nm
Goncentration: 0 i
Final Volume: 0yl
CE Senvice: No
Flate Type: Deep Well

Loading Scheme: Rows (A1, A2, A3, )
Fusification: Standard Desalting
Synihesis Scale: 25 nmole DNA Piate Oligo
Shipping Oplion: Dry
Ship Remainder No
Documentation: Email

Additional Notes.

Start Over

Previous I Enter Sequences I

E-mail : oligo@mbl.co.jp



7. COBETCIVEILIFZAINET Y TO-RLET, 12— MMIDETT
L—hDHDREESBENLET, Feo 20— ENTL—FEICRE
DET RABI— MIBBRLTIREZTIOBMNHLET,

= == WellPosition Name Sequence
DBAWJLJE“B_C?" Al Example Seq 1 AGAGCCCTTTAGAGAG
A2 Example Seq2  AGAGCCCTTTAGAGAG
Al Example Seq3  AGAGCCCTTTAGAGAG
Ad Exampls Seq4  AGAGCCCTTTAGAGAG
A5
AR
AT Example Seq 7 AGAGCCCTTTAGAGAG
Al Exampla Seq 8 AGAGCCCTTTAGAGAG
A9 Framnis Son O AGAGCCCTTT

Column, Rows % Z3RIRTEL /=155 3. well position DEEEIIHEHY
FHADT., [EINZ][EIN]D2IDF—5%7 v TO—RKLTTFS
Explicitly Entered Z3&IRTEL\/=15& 1. [Well position][E23& 1[E31]
D3FDF—F&upload LTFE L\ DITIERICLIZVES. BIIR
EERY%E [ZA] ICLTTFE 0.

Plate Entry

File Ulcand

BT 1% | By A IR (PN LIENAGR | YA
1 Each workshoe! i Excel regoasents a singhe plata Tha name of Ma plak I %< mined by the name of sach worksheet
2 Pmeren: iy bk mreshesets In e B by right cicking om e shes L and secting el
3. A sampls excel documen] con be soen her.

A A D GR00! AT CAN DO DOWH 00N e
. " b

5 plily
. Empty Wl cam be sows fiedd by it the word “smot” in he meipesiion andor sogwencs colms:

0aa Fi (Vi e
Ir-ERR BEINTLEA

R R

e Famm

Sk wanbock spvcfien & ssts plate

Ao ety it dles

pkoad Fie

The:

on

Plate Entry

8. 7Y IO~ ki, AROLSHRBENRRENGT, T | loesens

Plate Review

L—hzIUYOTDE FMlT—YZ2HBTEET,
Enllwellzo) v odas, BIDIERLERTE
%9, [Add Plates]=2 )& (@) 9% <& shopping
cartiCBEILE T,

%512 You must supply the amount in nanomoles.” &3&RR
SN RDRATY INEDBLBUETH. TL—hET Y
L. WEBERRT DI ETHRHEINE Y,

Please review your order fo make sure your plate(s) are correct © Valid Well
© Waming
Use the following diagrams of your plate(s) to review the technical recommendations and @Eror

warmings. Simply click on any plate below fo review the details associated with it.

Plate1ab

Plate1ab_1

@ Remove Checked Plates

baapminy

9. BN HESRTEE LD Checkoutzo v (@) LTFEL FL—

FORBZBIELIZWMEE, [Edit] (@) IMSEETEET,

10 R TR IBIME IV EIBHRDER

TV F 9, [Ship order when

complete] & [Paper Spec Sheet] %3&3IRL. [Continue] Z2') v oL

TS,

ZORMHZEADHEP.530 EMNERREZILEBROANICONTZD

EBLEE,

11. Submit Orderz 2w o LT, #FRTTY. BEEHZTIC

PEVITDFETT, EONTIHENBESIS. oligo@mbl.co.jp £ THH
NELELEST . ZOBIF. A—ILHRIC DEXHER] EAHDLTLE

=l

X BEFICEAICTR\ADELIESIE. NotefiC [Request Quote] &TEATE 0,
SRBEERIICX—IVICTHRBEUESRI S ETCES., ARBENTHOERZRBE

LEd,

Shopping Cart

Current Order as of 2015/08/28 10:24:03 “F § (MPOT)

*four opinion is important to us. Click here to give us your feedback on the new ordering expenence.

o [E—

= select Al Delete Selecied €
A fo Vs List
4 1 Patetab “ | am w1472 Email CarQuote
Promo Cote
Product 96 el Flate Expectsd Ship 20151091
pate oo
Purification  Stancard Desalling Guarantesd Yisld  No Guaranies
Shipping Option  Saip Oy seale 25 NMoke DNA PRtz ORJD Qrder Summary
Amount  Full Vi
sutatal ¥aE 282 IPY
Tax TRD
142 Patetab_1 —
1 Acvan W | ar |1 W70 Total D
N s S~ A
e earts ey, [ PBREE Fo i3S HR— I

ERNDHEITY

Puriisatien  Stancars Desaling Guaranteed Yield Mo Cuarantee I~
Shipping Option  Ship Dy scaie 25 nmoke DA Plate Q|E *I\ ‘;1 ~3 E *E
pmount Fullvic RBIHHBUET,

Shipping and Billing

Your opinion is imporiant to us. Click hera o giva us your faedback on the new ordering experianca.

==

Order Summary

‘Shipping Address Billing Address

Integrated DNA Technelogies MBL KK Integrated DNA Technologies MBL KK
453 sakae naka-ku 45.3 sakae naka-ku

KD¥nagaya building 10F KDXragaya bulding0F

Subtotal ¥57,330 JPY
NAGOYA-SHI, B3N8 - Awchi 460-0008 nagoya-shi, F2HIE - Aichi 480-0008 Tax ¥0JPY
Japan Japan Total Inquire

Delivery Preference

I ®Ship order when complete (single shipment) I

Documentation

® Paper Spec Sheet
Printed on paper, packaged with other materials, and shipped with the order

Certficate of Analysis and all QG Data will be availabie onling in Order History for two
years.

Secure Checkout
VOUr CoRnkon I IMPAAnt 1o us. Clkck Nars 10 Jive LIk your faediadi on T Néw OOSING SXpanence

Adaonal information I Submet Order ¥ I
T [T
 Summ
1o i sl At gt 0 dkeary of Order & o
pue)
Subsond ¥E1.300 JPY
Tax oY

M. ZESUIMBL A 7 A T2 A b http://ruo.mbl.co.jp/bio/idt/index.html & ZFRIB T =0\,
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13. I8 (B) Z=E:RE.

IOV Z7AINOAE—&R—Z b X [Paste Entry] &#&iR
12. TR Zh2BRLET, BiRE Next (@) 22UV ILET,

(a.) BRAT—ILEEIRLET,

(b.) BRIL—REBRLET,

(c) CE (FvEZ—BRKE) THEAZNELET., (B
(d.) AAFEREIRLE T, [paste data from Excel (tab)] %i&
RLTFE Y TURILASDIE—QR—ZANTANTEZT,
(e) BUINEZEMRT DN, SEMRT DN EERTEET, &
AT —IVNCE D TEETEDENEDYET,

(f.) TL—rOERERIRLET,

(g.) Dry&E&EIRT S0,

¥ Wetz ZEIRIEVVEIES. 20,000 ADFEERH DL OTLENETD

Plate Entry view online tutarial)

TITEELSES L,
(h) TL—hEEIEELET,

[Enter Sequences] &21J v o (®) LTFEl\

14, ZOBETEYISHEZT7 Y 70— KLET,

AN#IE[Enter] F—Z3BLTFS\ /— MRAZBOWENTTFS 0 T
S—hHTLESBNABUET,

ANFEEF2DOHYETH 1EIDEXTIIEEOM 1 EDHE ZFAT

SIAN

a. [Choose a Format (@) (ZT. [Excel(tab-delimited)] #®4RL. T
TENTPAIHSIAE—R—Z NETFEDOTRIE L, (H#R)

b. [Choose a Format (@) (ZT. [name;sequence;note] F/zld
[name,sequence,note] Z#IRL . ELF&. BFlE=ZNZNEZI IO D
IOV TR TERSEZSIAATT I DIIVEZRICLEWNGEIF. 2
BELL<IZempty EZEEEH TS0,

15, 7y 70— RBIRIFAIR— 8. ~ & ZTSB 21,

Integrated DNA Technologies MBL #z= =%t (IDT-MBL KK)

Loading Info
Q. St Syritesis Scae Clioume Chigs At P Vel ©,
* |25 nmoie ONA Clign + Full Yight .
b Select Purifcabon Satect Plate Type f
* | Standad Desaling - Dy Wedl Plade - -
CF Sarden for Platn Dligns Salnct Shipping Opions.
. - (hbaonal chasgw} v . .
C. Mo -jmbstonal ch o
Pasin Ermry Dolminer Pimn Mase
.| (oot ot rom Excei b} 7| ity Eriwred h
- s
Plate Entry tview onine utarial)
Review and Addrional Notes
Prwne e yos sriectbon brfre enteriog e plein s
Pl R
Lot Sctene Fows (A, A2 AR ) Aot Per Wl Type Ful Vst @
Pusticaton: Standerd Desating Amount Per Wel: Onm
Synittwesin Bolee 3 reviker A Pl (i Enewwriration 8 phl
Sty Dy [y ol Wiokumrws 0l
SN Remander: fig CE Servee: o
Decuncatstion Dl Phens Type: Donp Viell
o oon
St Over Fravous I Enlin Soquonces I

Plate Entry

{visen oriing huterid)

Ordaring Instructions
Prass Entar after aach fine tam.
Ao Lising The dedimiter in Notes. Daing so wil cause the order 1o be inaccurate.
Vou can 234 the items ta your ordsr in twa diffemnt wars. Uss only OME of these methods
1. Copy and Pasée ffom 2 e ediior such as Notepad. Do nol uge Word or ey olher wordprocessor - worgrocessors add hidgen
characters and hdden formatting theat wil cause the order 1o fal
2 ?\?:ﬂ diractly irtc the tet bow beion.

3. Emply Wel can be zpecified by putling the ward "empiy” in the wellpeation andlar sequence colurns,
4 An esarpla teat fle can bé found here.

Cheosa a Fommat: Aadibonal Services
Exted (tab-debmited)
@ There are no services availabie for this prodsct.
Eniries

E-mail : oligo@mbl.co.jp



O Entriesf@N\DEEH B EICDINT
O—7 1 > J5ET. Columnt L<IZRowsZERL/ZHBEIE. ARRD
EDCANTERENDHYET,

Plate Entry (view onine tutarial)

Pate Entry Infe

Salack bow you would Bke b load oliges inte your plate. Bxplicit kaading will require you 1o enter all of your will pesitions manually.

Choose Entry Mathod Select Plate Well Type
Fila Uplcad + 9 Wol Plste
Documntation Choose Loading Schame
Erail_+ |
Email Adsress
ool tojp
IR A1, A2, A3..)
o ——
Explicitly Entered %33#1R L f 358 Dr.
Well Position Z & T IE—&NX—X M ETIHBELHVET,
Example Seq 1 | AGAGOCCTTTAGAGAG Example Seq | AGAGCCCTTTAGAGAG
Example Seq2  AGAGCCCTTTAGAGAG Example Seq2  AGAGCCCTTTAGAGAG
Example Seq3  AGAGCCCTTTAGAGAG Example Seq 3 AGAGCCCTTTAGAGAG
Example Seq4  AGAGCCCTTTAGAGAG Example Sea4  AGAGCCCTTTAGAGAG
Example Seq 5 AGAGCCCTTTAGAGAG Example Sea 5 AGAGCCCTTTAGAGAG
Example Seq 6 AGAGCCCTTTAGAGAG Example Seq 6 AGAGCCCTTTAGAGAG
Example Sea 7 AGAGCCCTTTAGAGAG Example Seq 7 AGAGCCCTTTAGAGAG
Example Seq8 | AGAGCCCTTTAGAGAG Example Seq8  AGAGCCCTTTAGAGAG
Chooes & Adononl Seraces
[ -
ER—— ——
-

o |

O FEMRICEALT
1. EEMHRE ZKFEDISZEIE. [Choose Oligo Amount Per Well] 12T,
[Normalized in NMoles] &#IRL T /20y,

Plate Entry (View online tutorial)

Loading Info

The desired units of cligonuclectides that will be Ioaded into sach well of the plate. One can sither specify that the full yisld of sach

oligo b loaded or & certain amourt: (concentration) to match your requirements.

Select Synthesis Scale

|22 timole DWA Oligo. ¥ |

Select Purification

Standard Desalling v |

CE Senice for Flate Oligos
[Flo |ladditional chargo)

Choose Diign Amount Per Well

Normalized in NMoles v
Full Yield

Mormalized in Niales

BN I HLTO

e pee
2. GRQSSREAICEBLITOT. Amount (@) ICREBZAL. Plate Entry (view online tutorial)
Next (@) 22U vo L&Y, SEMERENEDISEE. [The maximum
nanomole amount on the 25 nmole scale is X nanomoles. (X:#zr) ] | ot edno o
ERREINFET, R —
‘- s't:up Remainder? . @

LEHRDBIIERZSRLTTS,

1) 100nmole 27 —)L TERZETITO/HBE. 30 ~ 60 merThHid. 30 mole/well £T

BECEEY, 1000 Scale
H1um
= 250 nm
250 = 100 nm
%gg 25 nm
80
60
40
35
Nm gg
15
12
10

Acceptable Ranges for Desalted Plates

5101520 3032 6 100 120

80 90
Oligo Length (Base)

61
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5. PrimeTime® L FH4 >

1. IDT DT 744 b (http://www.idtdna.com/site) h*5
044> L. [Order Menu] ¥ 7%y LTFE0\,
(p.47 BHR)

2. Order MenuX—= M [Predesigned gPCR Assays]
(@) #2)voLTFE,

TLTFYH A Assays DRFEITOIHE

3. Assay =18%EL &7,
¥[Assay ID] O >TNT, NOEBHIBEI>RN—
(BatchAR) ZZETZ .

(1) [Basic] ICE>TW\DZ E%=HRBLET (@),

(2) [Gene Symbol] &7zl3 [RefSeq] &7zld [Assay ID] D
F—TO—REAALET (@), ¥xENN—DULTHRET
EEXD
(@a.) HGNCTRAI SN BEFREEETF T VR,
NCBIDF—4&X—2Z > Entrez Gene CEIFSNIZER
F& (5l HPRT1)

(b.) NCBIA'$R1#d S Reference Sequence, % RefSeq
IDTORRHEMTT (5l NM_000194),

IDT T SciTools Custom Synthesis ‘Your Order Center
RHA PrimerCuest™
Doy, mécid Custom DA Ciigos Quick Select
Oligosnalyzer 3.0 Custom ANA Oligos. Predesigned QPCR Assays
Uitrarmer CHIGos (up to 200 bases) Custom Gana Synthesis
G and 384 Well Plates gBiocks Gana Fragmants
GMP for Molscular Diagnostics
‘Synthetic Genes
Ovder History fviaw sl
gBiocks Gone Fragmants
Custom Gane Synthesis Gene Exprossion . s, . e
Ll oo Shooed  Waw
Probe-Based Assays Panding aTiaia Rejected Mok
e el = Panang 0o Pagecns  MA
Next Generation Sequencing @ BT V000K Shoowd  Ww

‘Baved Orders view al)

Sy b o Saved Orders Found

Molecular Beacons

Order Menu Froducts & Servicess  Support & Educations  Tools= Saarch Go

PrimeTime qPCR Assays

IDT now offers FrimeTime gQPCR Assays that are guaranteed to work Tor luman, mouse, and rat transcriptomes. All PimeTime gPCR Assays

consist of wo primers and a hydrolysis probe. All ihree components are combined into a single lube and shipped in 2-4 business days. Each eligo

undergoes 100% QC by mass specirometry. with all @C resulis provided free of charge on the IDT website.

Primers Alone. Primers fof these assays afe also avaiiable wilhout probe, for usa with intercalation dyes such as SYBR and EvaGreen. For primers

alone, under Default Assay Configuration, choose “Intercalating Dyes, Pimers only”. o
XFIVvI%

@un Help @ ﬁgﬁ

Gene Symbol  RefSeq i Exact Match |

Assay ID Specied® Human O Mouse ) Rat

HPRT1 +

3-a.

NM_000194 =

®-b.

Hs PT 58 2145446 +

®-c.

Default Assay Configuration
® 5 nuclease, probe included @'d .
Intercakating dyes, primers only @_e

(c.) IDT® Prime Time Assay ID (f5l Hs.PT.58.2145446),

(3) [Species] £MEZZERLET (@),

(4) [Default Assay Configuration] #&H 7552 &R L £9 (®),
(d.) [5 nuclease, probe included]--- 7O—"75% (PCR-/\A TS A E—2 3 %)
(e.) [Intercalating dyes, primers only]--A > —hHhlL—%—i%
(5) [Exact Match]dDF v o &R L T S \.Gene Symbol®RefSeqiD—E L hhh S MEEIF. F T VI %IITT I ETERBRENTEEI,

(6) [Search]&2') v o (®) LTS,

4. BRERHNRRINET,

(1) &mRT—IL. %, Primer&ProbeDitERAEZE
L7zl \8&1d. [Assay Configuration] 1 [Std, FAM/
ZEN/IBFQ, P:P2]1&U vy (@) LET, BELRE
WMBEIE. 4. (B) ANBEHALEEL,

¥ Standard S Mini 27 —JIbNIE, SZTEELET,

X BEBRNSOBRBORA > MIRR— % TBHEL
EE,

(2) 94>V ROHBEEEI DT, [Scale]. [Dye-Quencher
Mod]. [Primer to Probe Ratio] #&3iRL %9,

% [Primer to Probe Ratio] (3 Primer & Probe DEERDZ & T, BE
(F2: 112> TW&ET, flxld. ddPCRT4: 192K E B
BICEDOBERIIZEETDIENTEET,

(3) 2CTHOEY MERALRHICEET DIHEEIT (@) I
FIVvIEANET, ERLIITOEY FOAZEET D
BEEFTVvIoENLET,

(4) [Save Changes] (@) #2)v o L&,

(5) BALEWEY MIFzvoEANET (0), £E
DY ANF TV I EANDE—ETETDITEFTY
DIBDIENTEFET,

(6) [Add to Order (RiEE£2) 1 (@) #0UvoLEd,

X B35S SBAFICEIR S 115 Spec sheet IZEEHisNE 9,

Integrated DNA Technologies MBL #z=%t (IDT-MBL KK)

PrimeTime gPCR Assays

IDT now offers PrimaTime qPCR Assays that are guaranteed to work for human, mouse, and rat transeriptomes. All PimeTime qPCR Assays
consist of two primers and a hydrolysis probe. All three components are cambined Into a single tube and shipped In 2—4 business days. Each oligo
undergoes 100% QC by mass spectrometry, with all GC results provided free of charge on the IDT website

Primers Alone. Primers for these assays are also available without probe, for use with intercalation dyes such as SYBR and EvaGreen. For primers
alone, under Default Assay Configuration, choose “Intercalating Dyes, Primers only".

Basic Baich Help
Gene Symbol  RefSeq Assay 1D Species ® Human O Mouse (O Rat [# Exact Match
+ | nNm_ooz2a7 + + gurati
| Default Assay Configuration Search

@ 5'nuciease, probe Included
o Intercalabng dyes, primers only

Displaying 2 resufts for = RefSeq- NM_002237 S Ewpot T Filtler g Compare

[ |AssayiD@ Gana Quary@® | NGB Gena Symbol @ | Rer Seq 70 Datacts Al variants @  Exon Location € Assay Conflguration
D (HsPT58.38826088  KCNG1 KENG1 NM_002237(1) Yes 2-3 @ Sid, FAMIZENTIBFG, PP 2
[ HsPTS84140148 KCNG1 KCNG1 NM_002237(1) Yas 1-2 0. A L FF2

gPCR Assays (5' nuclease, probe included)
@ Mini - 100 Reactions (20pL)
@ Std - 500 Reactions (20pL)
(O XL - 2500 Reactions (20pL)

I Dye-Cuencher Mod I

I Primer to Frobe Ratio I

[ f 2
. . .
|1 2 ‘S ‘l

2.5 nanomoles

Primer 1 Deliver Amount: 5.0
qPCR Primers (Intercalating dyes, primers nanomoles

only) Primer 2 Dellver Amount: 5.0
& Sld - 500 Reactions (20uL) nanomoles

©)

[ mpply change to all rows} Close

® B-FAMZENNBFQ
0 HEXZENAEFQ

o TETZENASFQ

o CySIBROQ

o B-FAMTAMRA

PrimeTime qPCR Assays

IDT now offers PrimeTime gFCR Assays tha are guaranteed to work for human, mouse, and rat transcripiomes. All FimeTime gPCR Assays
CORSIST O TWo PriMers and a nyarolysis probe. All tRFee COMPONENts are combined INto a Single Wbe and sRIpped In 7—4 BUSIRESS days. Each olign
undergoes 100% QC by mass spectrometry, with all QC results provided free of charge on the IDT website.

Primers Alone. Primers for these assays are also available without probe, for use with infercalation dyes such as SYBR and EvaGreen. For primers
alone, under Default Assay Configuration, choese “Intercalating Dyes. Primers only”.

Basic Bateh Help
Gene Symbsl  RetSeq Assay 1D species @ Human O Mouse O Rat # Exact Match
+ | NM_002237 i +  Dsfault Assay Configuration —
& 5'nuciease, probe incluged
= Intercalating dyes, primers only @

S

wsplaying 2 results for > RefSeq: NM_002237 2 Export | ¥ Filter | oh Compare

0 JassaviD® Gane Cuary@ | NCSIGena Symbol @ | Ref Seq @ Delects All Variants@ | Exon Location @ | Assay Configuration @

o) fHsPTEEzEIG0EE  KCNGH HENGT NN_002237(1) Yes 2-3 Sid, FAMEZENIBFS, FF 2
] HsPT 584143148 KCNG1 KCONG1 NM_002237(1) Yas 1-2 Std, FAMZEN/BFQ, PP 2
==

E-mail : oligo@mbl.co.jp




5. INAERET DI5EIE. [Check Out (EX) 1Ry V%
21w (@) LTFEL, HBELRKLEEIZ[Actions]
wOV)yo L, FILEF o h5 [Move to Wishlist (—
BRETD) 1200y (@) 95&[Wish List] 12F
NXRBHAY FT, [Shopping Cart] I3 L TIBRIF
BNTETH. FTVIRYIRERBNT—IETRENE
RET, fofl ENETTIDICIE. [Shopping Cart]
EREATOMBENDHIET,

Shopping Cart

Current Order as of 2015/05/19 05:07:09 T4 (MPDT)

Your opinion is important fo us. Click here fo give us your feedback on the new ordering exparience

o [

Fromo Code

# Select All Delets Seiect=d ©

& #1 @ o | ¥18,000
Hs.PT.992.22214857

Move to Wishlist @
Product PrimeTime Std Ship 2015/D6/25

Assay Date

Anply

QOrder Summary

6. EfIFEIBREIFTIBROBERICDNTIIp.52D 14. MEE ZEBLZE .

[Assay ID]1A'Hh > TIVT. BD#EHHDIES (BatchBR)

7. B®BELET,

(1) [Batch] &2 woL&ET,
(2) ADFRKIS [Assay ID] ZBIRL 9,
[Assay ID]-*IDT @ Prime Time Assay ID (
Hs.PT.58.2145446),

(3) [Search Field] (@) (Z[Assay ID]ZAALET, B
BANTDIN. HLLLEBEFBEOT74—T Y bhod
E—L. BT IES 0,

PrimeTime qPCR Assays

IDT now offers PrimeTime gPCR Assays that are guaranteed to work for human, mouse, and rat ranscriplomes. All PimeTime gPCR Assays
consist of two primers and a hydrolysis probe. All three components are combined into a single tube and shipped In 2—4 business days. Each oligo
undergoes 100% QC by mass spectrometry, with all QC resulis provided free of charge on the IDT website.

Primers Alone. Primers for these assays are also avallable without probe, for Use with Intercalation dyes such as SYBR and EvaGreen. For primers
alone, under Detault Assay Configuration, choose “Intercalating Dyes, Primers only™.

Basic Help

(4) [Species] £#& 3 BIRL B THRETEET,
(5) [Default Assay Configuration] #&H7A%E%ZRERL £
ERS
(@) 7A—Tk (PCR-NA T FAE—3 Vi)
(b.) 125—HL—5—&
(6) [Exact Match]#F T v oL T2 &AaBRLTL
720,
(7) [Searchlm%& 7= vy (®) LTLEE,

search Field ‘ Gene Symbol .| Species ® Human © Mouse © Rat @ Exact Match
| 2ene Symbol Default Assay Configuration e
@ 5'nuciease, probe Incluged
o Intercalating dyes, primers only ez
"
PrimeTime gPCR Assays

10T now offers PrimeTime GPCR Assays that are guaranteed to work for human, mouse, and rat transcriptomes. All PrimeTime gPCR Assays
consist of two primers and a hydrolysis probe. All three components are combined into a single tube and shipped in 2-4 business days. Each oligo
undergees 100% QC by mass spectrometry. with all QC results provided free of charge on the IDT website

Primers Alone. Pnimers for these assays are also available without probe, for use wath intercalation dyes such as SYBR and EvaGreen. For pnmers
alone, under Default Assay Configuration, choose "intercalating Dyes, Primers onhy'. % * T ‘y a &

XIBIRAE i
v F\:iu-- Human © Mouse Rat I l!'E:actMatenI

Default Assay Configuration m @
18.22214847 B & 5 nuclease, probe included Q.

1322214843 o Intercalating dyes, primers only
H 222214536
HiRT.a0a.22214801

Basic Batch Help

search Fisld ({4) assay i

8. MEBRNRTENE T, CORDRESETAN—T4. DELEAKTT,

O Assay IDICEEF N2 1ER

f : Hs.PT.392.22214856.9
Hs.PT.39a.22214847

1 1
EiE IDT D27 ILES
®WeAH7d) Genomic DNA HRDiEIRDE &
NCBIl 7= X—=2D/N—23 V&S

< Genomic DNA B3R DIEIROD B >
g (> NOVESUIBRY A XHRRODT. Genomic DNAA

DNADSBALTIBE. 1BIRT 2BNAH Y FT,
221 © Genomic DNAANEAL CTLWTHIBEL S A,

<EIE>

Hs: Homo Sapience (human)
Mm: Mus Musculus (mouse)
Rn: Rattus Norvegicus (rat)

<#gHh7dU>
PT: PrimeTime®

BALIIBE. BRI DBNAHIET,
gs: 7O—THIFI I o3 VIR LTHY £IDT. TO—TETIEGenomic DNAZEIBIEL FHAD. 1 ¥ —HL—5—ETIdGenomic

O B¥D SearchERNSBIRTDEEDRA 2 b

1. Assay IDIZ “g” *° “gs” H'7EL\Z &

@D “g" ¥ “gs” H'ELVEDIZgenomic DNADSDIBIEEEE T DBELHY FH A

@ “gs" FTO—THEDHTEIRT D ENTHTT

2. [Detects all variants] #'[Yes] ICBEDT\DZ &
DNCBITERSN T D Variant 22 TRIET DI ENTEZ T,

> EE2DODFREZFBIZL. 1D, Search#FRT LUICKRRSNT DY hZHEIHLTINET,

M. TSESUIMBL A 7 A T XA b http://ruo.mbl.co.jp/bio/idt/index.html = ZFB TS0\,

BN I HLTO



DI THA MDENS
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O Search#ERD#HEE
[Ref Seq #] DITOBMADHFICVIREGHEET
&L Variant®@Ref Seq No & ZM Location 158 AES
nxJ,.

O E# D Search#ER DA
(a) [Assay ID]IZ“g" h'7a < | [Detects All Variants]h'[Yes]
BDOT—HLEZZEIR,

(b) —&F kI3 [Detects All Variants] ' [No] DT _&H
aEIR,

(c-1) [Assay ID]IC “g" A DINTHH. E@H—DETHE
DTZDEY h&E&EIR

(c-2) [Assay ID]IC “g" H'"D\TI\DH . ETDEHIC “g”
HDONTNDDT, —BELEDEY hEZEIR

(c-3) [Assay ID]IZ “g" A" DI\TL\DH. £ETOHREMIC
‘9" HDNTNBDT, ERITHDZ & & [Detects All
Variants] h'[Yes] ThdZ Eno—FH LD Y M EER

@QDESIZ 'Y Hdhdty bEBRLE

Integrated DNA Technologies MBL #z= =%t (IDT-MBL KK)

Displaying 4 results for > RefSeq: NM_001235

2 Export | ¥ Filter | b Compare

Exon Locaton @ | Assay Gonnguranon @

Assay (D@ Gene Query® | NGBI Gene Symbol @ | Ref All Varars &
[0 [HsPT58a20865778  SERPINHI SERPINH1 nv_onizazogiz)) ves
[] H3PT56438408400  SERPINH1 SERPINH1 NM_1012352) ves
[0 [HsPT58a23113578  SERPINH1 SERPINH1 NM_001235(2) Ves
O |HsPT50a3373370g  SERPINH1 SERPINH1 NM_0012352) Yes

3-4 St, FAMZEN/BFQ, PP 2
3-5 Stn, FAMZEN/BFQ, PP 2
5-8 Sid, FAMZENIBFO, PF 2
1-3 Sid, FAMZEN/IBFQ, PP 2

Displaying 7 resufts for > RefSeq: NM_001237

B expont | T Firer || Jacompare

0 Asay D@ Gens Query@ | NCBI Dene Symbo @ | RefSsq# @ Dstects All Variants @ | Exon Location @ | Assay Configuration €

] H3PT568.453 GONAZ CONAZ NM_D01237(1) 4-5 St, FAMZENIBFQ, PP 2
D HsPTS6238415515 CCNA2 CCNAZ NM_001237(1) 6-7 i, FAMZENIBFO, PF 2
O HsPTS6a141753  CONA2 cCNaz NM_001237(1) Yes 1-2 Sid, FAMZENIBFD, PF 2
O HsPTS6a12931040 CONA2 conaz NM_001237(1) Yas 7-3 S, FAMZEMIBFO. PF 2

] HSFT562406131620 CGNAZ CONAZ NM_001237(1) Yes 3-4 Strl, FAMZENIIBF, PF 2
0 HsPT58a24643161gs CONA2 CCNAZ NM_001237 (1) Yes 5.6 Sid, FAMZENIBFO, PF 2
@ HsPTS6a3BT85387.9 CONA2 CCNAZ NM_001237(1) fes 2-2 S, FAMZENIBFQ, PF 2

Displaying 3 resulis for > RefSeq: NM_002101

2 Evport | ¥ Filter || Compare

0 Assay DO Gene Query @ | NCBI Sene Symbol@ | ReSeq 2@  Glecls All Variarks @ | Exon Location @ Assay Canfiguration @

[ HsFT5830732427  GYPG GYPC NM_016815@2) o, 15 S0, FAMEZENIBFG, PP 2
O HsFTSEAGITT400  GYPE GYRC NM_001256534(3)  Yes 4-5 Sid, FAMZEN/BFC, PP 2
[ HePT58273054245 GYPC GYPC NM_002101(3) ves 1-1 Sid, FAMZEN/BFQ, PP 2

Displaying 1 result for > RefSeq: NM_002105

Zexport | T Fiter | i Comaare

T Assay D@ Bens Cuzry @ NCBIGene Symbal @ | RefS=q#@ Deterts All Variants@ | Exon Location @ Assay Configuration @
[]_iHSPT58230457435 H2AFK H2AFK INM_002105(1) Yes 1-1 511, FAMZENABFG, PP 2
Displaying 3 results for > RefSeq: NM_002106 2 Export || T Fitter | JaCompare

0 |asszy 0@ Gene Duery @ | NCBICens Symbol @ | RefSeq # @ Defects Al Variants @ | Exon Locabon @ | Assay Configuration @
HSPTS6 8952600  H2AFZ HZAFZ I_002106(1) Yes 3-4 §M. FAMZENABFQ, PP 2
= HsPT5821504851g H2AFZ HZAFZ NM_D02106(1) Yes 4-5 Sid, FAMZENABFO, PP 2
O HsPT53.1057830g  H2AFZ HZAFZ NM_DO2106(1) Yes 1-3 Sid, FAMZENABFO, PR 2
Displaying 2 results for > RetSeq: NM_001234 ZExport | T Filler s Compare

[ AssayiD@ Gene Duery @ | MCBI Bene Symbal @ | RefSeq # 6 Detects All Variants@  Exon Location @ | Assay Configuration @&
[@_ Hs.PT.562.207046 ) NM_033337(2) Yes 3-3" Std, FAMZENIBFQ, F-P 2
[ Hs.PT 568 453325 CAV3 NM_D01234(1) 2-4 £M. FAMZENIIBFD, PP 2

0. RIS TIEDNase |RIBICT, 7/ ADNADREZET O TLZS 0,

E-mail : oligo@mbl.co

Jp




6. PrimeTime® h2% L

Assays >> Assays
Q_@_Q I Primer2 & + Probel1 &%, 1RXDF1—TIIANTWMRHLFT

T3~
TIM3—

Probes >> Probes

0 O, . | PobedaEMRHLET

[Assays Primer2# + Probel &%, 1ADF1—JICANTHER]

BN I HLTO

. IDT D 7% 4 b (http://www.idtdna.com/site) h*o

044> L. [Order Menu] ¥ 7%&% 1) v & LTTE(, %ﬁgm Senonme S o,
D Custom sewct
(p.A728) s o th s e
itrarmer (igos (up o 200 bases) Custom Gang Synthesia
96 and 384 Well Plates Biacks Gane Fragments
o - GMP for Molecular Dgnostes.
2. Order MenuX—< M [Probe-Based Assays] (D) % Synthetic Genes
Ovder History fviaw sl
) 'F ° o mw Gone Expression Cirder N :::::o Stahn :
A0 arw
= E ES
— — Panang oo Pagecns  MA
Mext Genoration Sequencing Frocasgred oFCR Assays ENT 100U Sheped  Vew
Amey Pt Barved Orers (viow o)
‘:::lr:::mmm Castom GPCR Proces No Saved Orders Found
Pan-Cancer Paral

3. [Enter primer and probe sequences manually] 2 w2 (@) L&, Pre-designed qPCR Assays
4. @ty kB BIBA. [multiple Entry] DIIAITE Y MIEANLT[Go] | (] Sewect rom pre-cesgnes assays for numan mouse and at

w0y o (@) LET, x1&Y rOIBEIR. ZOFIERIRELY FEA.
Custom Designed gPCR Assays

PrimeTime Primer Probe Mix

s
@ DT iecommends Mt ab probe meling Lemps be -4 geg han primer meiting Lemp PrimeTme % RealTime Design Tool for species other than human, mouse or rat
GPCR Prones 00 pat contan Tm ennancing suEh as Minor (MGE) that are y used in assays from
Appie\! Biosystams. Theresare, directy entering ofa pmbe sequente a«wm using Apgliod Blosistems software may have a redusced
WY bar 883y,

PrimerQuest Real Time PCR

ASEAY INFORMATICN #1 i
!/ﬂ’ PrimerQuest Real-Time PCR Design ool

Assay Name Notes Multiple Entry
e | [ver o e v
scaLE Primer and Probe Entry
MInI GPCR Assay 100 Reactons (20pL)
* standard QPCR Assay 500 Reactions (20pL) .

' ML qPCR Assay 2550 Reastions (20pL)
The Standard ard XL qPCR Assays hae optins for primer 1o probe Fatic and Dye-Guencher combingions.

Thi axtual amount of primer (in nanomales ) thet will aive in e tubs & indicaled below e sequence box for
b st

(17 Enter primer and probe sequences manually @

5. Mini 27 —I)LDEE ASSAY INFORMATICH #1
(1 ) [Assay Name] ;&)\7‘3 L é\t?o Assay Mame Gles
(2) [SCALE]® [Mini gPCR Assay 100 Reactions (20 I prime Time 12 e s s e i
HL)] €1§$R L/ é\t_é_o :‘Fl;:l:qw:nhsn 180 Reactions (20pL)
(3) Forward Primer% [PRIMER 1] (a.) |Z. Reverse l—l e
Primer % [PRIMER 2] (b.) (Z.Probe % [PROBE] (c.) O 3L GPCR Assay 2800 Reactions (20pL)
ICABDLFET, The Sandand and XL qPCR Assays have oplions for primer 1o prabe raio and Dye-Quenc her combinations.

The actial aneurt of primer Jin nancmales) Ihat will armke in the lube & ndcated belov the SSQUente Do Tof

) [Add To Order (REE£2) 120UV (@) L&Y, £ach prmer.

¥ Mini 27 —)VDIBE. Primer & ProbeDILEIZ2: 1TY, BE PRIMER 1 PRIMER 2 PRIMER TO PROBE RATIO
I3TEZ A, BRIGFAM/ZEN/IBFQDHEL T, Gadect Me rllo of primar deiwery
wComen il # Doz 25 amount fo the probe debvery amount
by maving the sKiing scale
5| cargactopoooooogoagactga 5|wacipatgactgacgacigacy
ADD TO ORDER »»» p.52 porge: A
a. b. 20 |20
ADD TO WISH LIST »»» p.53 o S P P R
Primer 1 delvery amount Primer 2 defivery amaunt:
1 nanamale 1 nanemale
PROBE [ - 3' Dye-Quencher Mod |7
# Bases34
S |acteatgetgtyigtptgactyactpat acat
E-FAMIECIBFO
C. 4w
Probe deivery amount .5 nanomoes @

Add To ¥aish List

M. ZESUIMBL A 7 A T2 A b http://ruo.mbl.co.jp/bio/idt/index.html & ZFRIB T =0\,



DI THA MDENS

6. Standard 27— L XL 27— ILDIBE

(1) [Assay NamelZ A7 (®) LFT,

(2) [SCALE]%&ER (®) LY,

(3) Forward Primer#% [PRIMER 1] (a.) |Z. Reverse
Primer % [PRIMER 2] (b.) (Z.Probe % [PROBE] (c.)
ICABDLET,

(4) Primer& Probe DEEEAEZE Lz \EEIS [Select
a Ratio]Z#Z®E (@) LZd, Probe” 1”7 IZWT 5.
PrimerDtERAEZAHALEZ T, N\—Z RSV ITTDHI L
THEBETEZET,

(5) 5 -3 Dye-Quencher Mod]h*'5>BE%EIR (®)
LEY,

(6) [Add To Order (R#EL2) 105 T7&#0J) VT (@)
LET,

ADD TO ORDER »»» p.52
ADD TO WISH LIST »»»p.53

Probe D&% FX T DI5E
7. Order Menu X—2( [Custom qPCR Probes]&21)
27 (@) LTFE

8. [Manually enter probes. Select from a wide variety of dyes,

quenchers and scales] =21 wv o (@) L9,

9. BHAHDIZEZD 1.[multiple Entry] ICHhDOAICEY MIEAALT

[Golzo vy (@) LEF. (—11.4)

BHAE DL DI55F D 2,[Paste your sequences] =2 vo (@) LEd,

(=10.~N)

10. G871V RUNBEEEZT, R AT— )% [Scale]
5. [Modifications] i o @%F%. [Format] h'H
[Excel(tab-delimited)] &3&3RL 9, TotI% (@)
DEDICAE—L. TESICBUMFIT TS, B
FZEEmIINBEIEODTNDREBELHUET,

66

Integrated DNA Technologies MBL #z=%t (IDT-MBL KK)

ASTAY INFORMATION #1 @
Assay Mama B5
Prime Tims 12

el O LIRS T

SCALE

- Mini gFCR Assay 109 Reactions (20

® Siandand qPCR Assay 500 Reaciions [204L] @
¥ qPGR Assay 2500 Reastions [20pL)

The Standard and XL PR Assays have oplions for primer (o probe ratio and Dye-Quwencher combinations.
The aciual amount of primer (in namamales) Mad will anive in he ube i indicated Delow tha sequence box Tor
each primer.

PRIMER 1 FRIMER 2 PRIMER TO FROBE RATIO
Seleot the rabo of primer defivery
Lk # Barma 20 amaunt 1o ihe: probe gelvery amount

by movng the siding scale

8 apacipopanoaosnacias] B igactgatnactpanigacganty

Multipie Entry

aegeigac Salrt a Aai0 @
{1 20
1 a. 43 b. ==l [ TR T
PriMEr 1 delivery Bmount Primen 2 delivery amaunt: . - . -
5 nenomoles 5 nanomakes
FROBE 5 -3 Dye-Quanchar Med 7
¥ Bases:3d * 6 FAMZEMIBFO
¥ |acticatyatigiphgigigecipacipatacar ) HEXZEMIEFD
TETZEMMEFD
C. 4 J—
Profe delléery amount2 5 nanomoles
! BraWTANER
| A To Oider | @
Audd To 'Wish List
IDT T SciTools Custom Synthesis Your Grder Center
A PrimerCuest™
Doy, méckd Custom DA Oligos Quick Selact
Oligoratyzer 3.0 Custom RNA Cligos Pracesigned qPCR Assays
Ustrarner Oligos (up o 200 bases) Custom Gene Synthasis
9% and 384 Well Plates gBlocks Gene Fragments
GMP for Molscular Diagnostics
‘Synthetic Genes
Oeder History (viaw &)
{gBiock Gene Fragments e OrderNir  OrjerOute  Stwm  View
EARRETIAINS LR, el MO0 Stgped  ew
Ll AT12014 Shpoed  Vaw
Probe-Based Assays Pending aTiaia Rajected  MOA
Primer Oy Assays Peang anoaon [ e———ly
Next Generation Sequencing Procasigrad GPOR Assrys T 1302014 Shgced  Vaw
= Baved Ordars (viow )
— ® T
AML Panal ORI DR
Pan-Cancer Paral
it Mosnasns Bnred
Order Menu Froducts & Senvices~ Support & Education ~ Toals -

Probe Entry

@ L Manually enter probes. Select from a wide variety of dyes, quenchers and scales

PrimeTime Dual-Labeled Probes

Quor

mat ail

meiting lemperatire within aur assay, and perarmane imay be sgribcantly mpacted.

PROBE INFORMATION #1

PrODE Nams. Notes

[ Exeer pous sacs e
SEALE
108 Amole 280 nmals 1 pmale CEipress WMini CEes

Binimum guaraniess delivery yieid is 15 nanomoks
MODIFICATIONS

Selctyour 5 ano 3 mags

S 6FAN™- ZEN-¥ [ [ Improve qPCR Senchuity — Use ZEN Doubie-Quarched Probas. Laam Mors

-3 0agreRs NGNEr tan primer melting temparaniias, PimaT me
QPCR Probes 60 nat contain Tm enhancing modiications such as Minor Groove Binders (MGB) thal are commonly used in assays Tom
Applied Biesysiems. Therefors, drecty entering of & probe sequance cesigned using Applied Blosystems softwers may have a reduced

Multiple Entry

Please select the following options:

Scale:

#pni Eco 100 nmote (250 nmole 04 pmole Express
Medificatsans:

¥ 6-F&MT - TEM -3 Towa Black® .

Farmat:

Excel (tab-defimibed) .

Probe 1

Probe 2 tgactgatgactgactgactgacty

E-mail : oligo@mbl.co.jp




1. ZOR—TTProbe DANETNET,

(1) [Probe Name] ZAH (®) LET. PrimeTime Dual-Labeled Probes
(2) [SCALE] %iE}R () l/ i 3_0 @ DT recommends that al probe meiting lemperature be EWUHT!TI?IEF}' 68 GegrgeE higher than primer melling temperatures. PrimeTime
(3) BEERR (@) LT, e e L
(4) ﬁay”% [PROBE] L:Ajj () l/ig_o meling temperature within our assay, and performance may be signifcantly impacted.
(5) [Add To Order (REH2) 105 T&0) Yo (1)
L/ i 3_0 FROBE INFORMATICN #1 Muitiple Entry
FProbe Name Notes

ADD TO ORDER »»» p52 I Prime Time 12 @ I"’“"’"'“"""“ J . Go

ADD TO WISH LIST »»»p.53

100 nmole /250 nmole 1 pmole Express ®Mini 'Eco

Inimum guaranieed delivery yieid is
MODIFICATIONS

Improve qPCR Senstiiy — Use ZEN Dounle-QUenthed Prones. Leam More

SEQUENCE & Bases: 34
P Add To Wish List
12. A= MCBRAADTND I EERBLET,
MBL Admin - W ChatNow W4 Iberms ¥10,000

INTEGRATED DM TECHNOLOGIES

13. 7247 —%ENT 25513, #1 T [Order Menu] . " . — =
DETEYIVY @) LTFEL. T5A7—DF— e e T
F T s i
F—FEEp.50E IS ELZE N, Shopping Cart

Current Order as of 2015/05/20 03:38:28 £ (MFDT)

Your opinion s important to us. Click hara to give us your faedback on the new ordenng expanenca.

e . m

BN I HLTO

[ # 1 Prime Time 12 i | am |1 ¥10,000 Frome ga0e
Apply
Product PrimeTime® Mini Probe 5 Expected Ship 201510527
E-FAM/ZENRY 1BFQ Date Order Summaw
Purifieation  HPLC Guaranteed Yield 020Ds=
g.g :;:I-r:s Subtotal ¥10,000 JPY
Length 34 Tax TBD
7. LNA PrimeTime® Probes
LNADERET S EIFp. 76 2 TSR EE Y,
1.IDT D 7H 4 b (http://www.idtdna.com/site) 150741 > L. [Order Menu] ¥ 7271 v LTTFE\ (p.475H)
2. Order Menu~<— /) [LNA Probes] (D) %41y LTF&, %S“J;’?;‘r bt
Detéyn, micid Custom DA Ciigos
Oligosralyzer 3.0 Customn RNA Oligos:
Latramer ONigos (up to 200 bases)
3. [Enter modified sequences and more complex structures.] =2 1) v (@) LT, 35 0 A Pk
Synthetic Genes
m Products & Services=  SUpport& Education=  Tooks~ oo Ga Byinase s
Probe-Based Assays
Primer Oy Assays
Muxt Generation Sequencing Pracesigred QPCR Assarys
Probe Entry Assay Pistes
Exome Ressarch Panel Custom gPCR Probes
AML Panal Maolecutar Beacons
; Pan-Cancer Paral
@ |'lt’ | Enter modified sequences and more compiex stiuclures Inrted Diseasas Panel
Custom Probes & Panels
Order Primers and Probes O]
miANA Analysis
4, WHAHBBAZO 1. [multiple Entry]ICH20AICEY MEAALT | LNAPimeTime Probes
[Gol25Uw 2 (@) LET. (—6.~) 81t sy e i e s e s
BHEHDIBEZ D 2,[Paste your sequences] &2 vy (@) LET, i eyt ittt

(=5.~N)
PROBE INFORMATION 71 M ighe iy

Frobe Name Hotes

s T e e o e sy

SCALE
#2650 nmote 1 ymals Minl
MODIFICATIONS

Selcl your & 401 T maas

SECUENCE ArTS

B.AXTVAYRINBAEET, [Scale]loERRT —

Please select the following options:

JL%. [Modifications]h*5&%%. [Format] 5 .
[Excel(tab-delimited)] &#&RL £9, TotILE (®) Mini (Eco C100nmole 250 nmaole O1pmale CErpress
Medif i !
DESIZAE— L. BURATTL S, BIEEES) i ®
B EDTWDRELNHIET, Famat
Exrel (bab-deimited) . Probe1 actgac+igagetg

/ Probez Wﬂm
Probe3 actgrac+t+gagely

M. ZESUIMBL A 7 A T2 A b http://ruo.mbl.co.jp/bio/idt/index.html & ZFRIB T =0\,
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6. 2D RX—TLNA Probe DANETNE T,
(1) [Probe Name]lZAH (®) LFT,

)
(2) [SCALE]=#EIR (@) LZET,
(3) BREER (®) LET,
(4) B23% [SEQUENCE]ICAD (@) L&Y,
(5) [Add To Order (R#EL2) 10y T&V) Yo (10)

L&ET,

7. h—MIBRHIVIADTNDIEARERBLET,

8. Primer 253X 9 218413, #\T [Order Menu] D& 7
H01)yo (@) LTFE PrimerD7—4—74%lS
p.50EZSELEE N,

9. T4V RIZDNWTDHERIETELZT DT, Accept
LTFEY,

10. BEEEFFMNRRINE T, HBRE. [Continue] 20
Uy oLTTRE 0,

11.[Submit Order] &2 1) w04 25EFXETTY, Note
WICEBICATZREHTEET,

YOENFTT#. ©UBWUERDIIIHEIE. oligo@mbl.co.jp &T

TEIET S,

XY TICERERBLTNDIEE. F v BILEZANGBNEEIE

WETDT, TTEFS

Integrated DNA Technologies MBL #z=%t (IDT-MBL KK)

LNA PrimeTime Probes

B 10T recommends that all probe melling femperaiure be approximately 6-8 degrees higher than primer mefing temperatures. PrimeTime
gPCR Probes do not contain Tm enhancing modfications such as Minor Groove Binders (MGB) that are commonly used in assays from
Appliea Bipsystems. Therefofe, directly entering of a probe sequence designed using Applied BIosySIEMs sofware Mmay have a reuced
mefing temperalure within our assay, and performance may be significantly impacted.

PROBE INFORMATION #1 Multiple Entry
Probe Name Notes
Entar your notes here. =
Prime T =
[—Jo 4 .-
E
(9250 nmole 1 pmole  =Mini @
v

MODIFICATIONS

Select your 5 and 3' mods

5 6-FAM™ - 3" Towa Blan [

SEQUENCE # Bases:

5 TT BTG AC+T +GAT GA ® I PSS
-3 Add To Wish List
MBL Admin - W Chat Mow W1 Jrmms ¥10,000

INTEGRATED DNA TECHMOIQGIES

Producis & Services~ Toals~ Search Go

®
Shopping Cart

Current Order as of 2015/05/20 03:38:28 4~{% (MPDT)

Suppart & Education~

Your opinion is important to us. Click hara to give us your feedbac k on the new ardering expanence

Checkout -

[ select AN Delete Selected &

. Promo Code
% 1 Frime Time 12 m fi o |1 10,000
Apply
Product PrimeTimes Minl Frobe 5 Expected Ship 201508127
6-FAMIZEN/' IBF O Date Order Summary

License Statement

NOTICE TO PURCHASER: LIMITED LICENSE

Alicense 1o perform the patented 5' Nuclease Process for research is obtained by the purchase of (i) both Licensed Probe and Authorized 5'
Nuclease Care Kit, (i) a Licensed 5 Nucksase Kit, or (il licsnse rights from Applied Biosystems

Use of this product ks covered by one of more of the Tollowing US patents and cormesponding patent claims oulside the US: 5,538,848, 5,723,501,
5,876,030, €,030,787, & 258,560, and 5,804,375 (claims 1-12 only). The purchase of this product includes a limited, non-transferable immunity from
SUIt under the foregoing patent clalms for using only this amount of product for the purchaser's own Intemal research, EXcept Under separate license
rights auailabie from Applied Biosystems, no right under any other patent claim, or i perform commercial services of any kind, including without
mitation reporting the results of purchasar's activities for a fee or other commercial consideration. or 1o SUDICENsE, repackage with other products,
of resell in amy 1M, s conveyed expressly. by implication. of by estoppel. TNE product is for research use only. Diagnoslic uses under Roche
patents require a separate license from Roche. Further information on purchasing licenses may be obiained from the Director of Licensing, Applied
Biosystems, 650 Lincoin Centre Drive, Foster City, Calfornia 94404, USA

Shipping and Billing

Your opinion is important io us. Click here to give US your Teadback on the new ofdering experience.

Shipping Address Billing Address
MEDICAL AND BIOLOGICAL MEDICAL AND BIOLOGICAL Order Summary
LABORATORIES LABORATORIES
MEL Dielivary Center, Mippon Express. MBL Dalivery Center, Nippon Express

Subtotal ¥22,000 JPY
Minaming 3-1. 1Minami-ku Minamin 3-1, 1Mnamk-ku o I
NAGDYA-SHI, FHR - Achl 457-0067 NAGOYA-SHI, FHIR - Alchl 457-008T

Total Inguire

Japan Jagan

Dellvery Preference

* Ship oraer when complete (single shipment)
Ship tems as avallable (multiple shipments)

Documentation

® Paper Spec Sheet

Printed on paper, packaged with other matesials, and shipped with the order
< Blectionic Spet Sheet

Centificate of Analysis and all QG Data wil be availabie onling in Order History for
w0 esars,

Secure Checkout

Your opinion is important o us. Click hera o give LS your Teadback on the new ordarning expenanca.

Additional Infarmation

Motes la5e contac

Order Summary

o

Subtodal ¥22,000 JFY

E-mail : oligo@mbl.co.jp



8. PrimeTime® Gene Expression Master Mix
1.IDT D744 b (http://www.idtdna.com/site) 150741 > L. [Order Menu] ¥ 721w LTTFE 0\ (p.475H)

2. Order MenuX— M [Probe-Based gPCR Master Mix] (D) &2 1) v LTTE 0,

3. RELHRADEEANL (@), [Addtoorder] 201 v o (@) LET,

4. Success! EAAXREINDDT, x&T) VI LTLIEE 0,

1 Berms 30060 10 £ant BCesSIUNT

5. Shopping CartIiC®@EAAUETDT, 21UV (@)
L T Shopping Cart [CBEI LTI\,

Shopping Cart »»» p.52

9. ALEZFAEH (Genes)

1.IDT DT 74 b (http://www.idtdna.com/site) H'SMA% 1 > L. [Order Menu] ¥ 7

Z0YILTRE. (pATSR)

2. Order Menu~X—<( [Custom Gene Synthesis] (D) #2'J v 2o LTTFE\,

iya - BHN%E1 DT DOANTEAEI3. 2. IOV —MASIE—QNR—Z FT—
BETANTS7HE (1 ~¥EF) 4. 2T2RIZS0N,

[(EeFI& - BES%E1 DI DANTBHE]
354 (@), BIIE (3). BF @) 2AALIET.
- T.ANEATLES,

IDT Y SciTools
RNAI
[pesi miold
OligoAnalyzer 3.0
Synthetic Genes

gBlocks Gene Fragments
Gustom Gene Synthesis

Next Generation Sequencing

Exome Research Panel
AML Panel

Pan-Cancer Panel
Inherited Diseases Panel
Custom Probes & Panels

Probe. QPCR Master Mix

Custom Synthesis

Custom DNA Oligos:
Cuslom RNA Oligos

Uttramer Oligos (up to 200 bases)
5 and 34 Wel Flates

GMP for Molecular Diagnostics

Gene Expression

- —
Primer Only Assays
Predesigned aPCR Assays
Assay Plates

Custom gPCR Probes
Malecular Beacons

Probe-Based gPCR Master Mix
designed for use in two-step RT-gPCR.

= Achieve high efficiency qPCR under fast of standard cycing conditions
» Multiplex without loss of sensitivity

PrimeTime® Gene Expression Master Mix is a 2X solution

Agdiional information

* PriaTirs® gPCR Guide
At

- Wakinars
= PCR & 9PCR Educabion

- Obtain consistent resulls from avarmight 2xp by o
Qrdenng Cvervigw Suppan Performance

Probe-Based gPCR Master Mix

palymerase, NTFS MOCly enhancers, and SIa0ITers. oadual lubes of

Ready-f0-use, 2X concentrated masier mu Mar confans a1 anticody-medialed, Aot-start DNA

sabiry

- B

PRITRICE dyl OIS,

Leam mare.
Quantity Produst Catalog #  Unit Size  Price
o —> 1 1 mL PrimeTime® Gene Expression Master Mix 1055770 1x1mL ¥12.000 JPY
o ® Fml PrimeTime® Gene Expression Master Mix 1035772 1xdml ¥25.000 JPY
A% sa anEE¥Y. Eufes  usnnsen ey
4 Twolgenss = . L= @ I 1 s ¥ 2000 I

TEGRATED b TRCHNOHODES
m Procucts & Serwces=  Support & Educaton=  Tooks-

PRODUCTS / GANE DXPRISSHON / PROBL-SASID QPCR MASTIR MIX

Probe-Based qPCR Master Mix

Gene Expressicn

PrimeTime qPCR Assays and Primers
(Custom qPCR Frobes

Frobe-Bases qPCR Master Mix
Molecular Beacons

designed for use in two-step RT-gPCR.

+ Achieve Figh escincy GPCR under fa81 of SIANGAR CyEing condmons
* Mubliplex without ioss of sensiney
. ress

PrimeTime® Gene Expression Master Mix is a 2X solution

saarch o

Addnonal informanon

o PrrmaTirs® GPCR Gute
- FAGE

« WWsbinars

» PCR L GPCA aucanon

by capitalizing on exceptional benchiop stabity

IDT 7 SciTools
ot L "o
Oligoratyzer 3.0

Custom Synthesis

Custom DiA Cigos
Custom FNA Oligos:
Ustrarner Oligos (up o 200 bases)

Custom Gene Entry bacis

®
B —
=—Ts

M. ZESUIMBL A 7 A T2 A b http://ruo.mbl.co.jp/bio/idt/index.html & ZFRIB T =0\,
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[ZOEIVO—FSIE—QR—-ZAPT—HETANTSHEZE (1 ~HERF) ]

XEFIBHZIMESIE. TEODEXHENENTY,

Bulk Input
4. [Buk Input] 22w (®) LET,
Choose o delimiter ©
TbExel  *
- N _ B . Paats sequences Below humbar f Crarias: 1
5. 68PBEENMNFEEEIDCT. TItILE () DLSICIE—L. BEUMITFTLES 0,
B2 EEINN B EDTNDRENHI FT, D% . Updatez2 ) v (@) LET,
®
Randomi  CCGACACTTCCATAGCTTGTCATTTTTATACCTTCG
Random?  TGGCCGCCTGCCCCCCAAGGACGTTCTGTCCGATG
Random3  TGTTGTGCAGGCTCTCGCGGGAGCCTGCAAGCGOA
@
6. EEGO)E@LUQM{&?(D?\ Expand AllEL<IE. & Custom Gene Entry Sy an e enlar AR bR Chack B el time Crs v
BIDIFR) fefe Ry &)y I LTTRE 0, Vector Information
2 coueens Number of Entries: 3 P | oo
#1  Randomi ]
#2  Randomz + 0
#3  Random3 v B
Add to Order
7. [Test complexity] R &2 v o LT, BROGREEEEZF T VI LTTFI 0\,
Wondering when your order wil ship? Check the real time Order Status.
TRAYE—INERRESNLBE. SRERBERIIEHY Ttaq |Custom Gene Entry : R
-C\ gﬁi?% ig_o Bulcinput X Colapss A Expand A4 Number of Entries: 1 £ oo
SQUENC PRAMS INTAl SCTNNG. #1  Aandom? E |
Sequence ©
TRAVE—IUHRRINIEEIT. EIINICKRROGIREZEY 1 T
NhdZLuERLTNEY, EREHEIITSNEEADT, EMT T T il
% i 3— TG TGATTCCGACACTTCCATAC CTTA TCATT T T TATACC TTCCGTCAGTTATCTTCGGT TAGGTTCGC TG TAT T TCCALT TAG
° AkaTromcry COTIGTCATTTTAACET TAICTICRGTIAGGT arTTCCAC
Test Complexity '.oru;m.szs " -
— I s
Complexity Price =
The foltrwing restriction enzyme stes hive een fourd both on the end and inlemally in your sequence " s
I':(';TI';::‘;::::H;\:[:FQ ocatons lolkowing =
TEECCGCCTACCCOCCAAGGACGTTCTATCCAATCOGCCCATTAATTCCTAGTTTCGCTGA] [ACCTTGTCATTTTTATACCTTC

COTCAGTIATCTICAGTTARAT TICCACCTCS TTAGAARTTTCACTRATTCCAACACTT TGICATTTTTATACS

TEXAVE-—INRRSINIIBEIE. BIINICRROEGREHEN TS (1
FITDT. ZOEFRZMBEL TS,

X GREHENHDIEE. WHRUBRIFRDICHIUETOT, EHkDE
ITEREEMEITEEL TS0,
X SREEETHEY DIESIE. oligo@mbl.co.jp FTIERLSEE L,

Length: 551

Test Compiexity
i) Curent base: 0|

Agdrional required services:
Compleaity

This sequénce contains  window of 150 barses starting at base 202 wilh & GC content of 34%. Soktion %0
Redesgn [ fegon 1o hive 8 GG content greater ihan 35%.

8. A MET T v U#%,. [Addto Order (BFEE2) ]
Oy oLET,

9. Vectorz&iRL. [Nextlz2oJ v o LEd, Vectord
I DUV TIZhttp://ruo.mbl.co.jp/bio/idt/custom_

Terms and Disclosure

Please choose a vector. The selected vector incurs an additional per-item fee.

gene.html#vector ([IDT AT&EF] THRZE) =2
ZRTE,

Choose a vector :]
Choose a vector

IDT Vector Ampicillin Blunt: +¥0 JPY

IDT Vector Kanamycin Blunt: +¥0 JPY
pIDTBIue Ampicillin Blunt: +¥0 JPY

pIDTBIue Ampicillin 5' to T7 Promoter. +¥0 JPY
plDTBlue Ampicillin 5' to T3 Promoter: +¥0 JPY

Integrated DNA Technologies MBL #z= =%t (IDT-MBL KK)

E-mail : oligo@mbl.co.jp




10. BERONAZF/N\F— ROBEEDOF T v IIEE % CHER
JBE. [Add to Cart (ET) &2 JvILTFSY,
KRIEEHDOABIITERDEITY,

FBRzZI-RIDEIINEENSIN? (©)

ERENHDEIINEEINEIIN?ELEINDBEEIL
HRLTTFE, (@)

C AV ARETREMEDHDEI. £ LIIVAILRE
HEDHDEINIZINEITN?ELEINDIEEIL.
DAIZAEZEZDH|EEBA TS (©)

CANRICEBZRIZIIEMEDHDHREREAFEI— R D
BINIZEINETTN? ELEEINDBEEI. FHRLT
TE (@)

- KBRDEEZBITSEFZO—- R DERIIEENS
Ih?ELEENDEEIER. FRLTTE 0, (@)

10. &AzEH [Shopping Cart (RELY) 1DEETY . N
BEBERLTTF S0\ ERNRD Y F L7=5 [Checkout]
w00 (@) LTRE

11 R ERBREZIVEBROERZITINE T, [Ship
order when complete] & [Paper Spec Sheet] %3&3R
L. [Continue] 22w (@) LTS,

12. Submit Order&2 v o LT, #FZTTY. BE
¥BHETICA—WICTHREELEUTDFECTT, X
SNTZEMEEIE. oligo@mbl.co.jp ZTHELVED
BLES . ZOBIE. A—ILHRIC DEXHER] EA
HALTLZE 0N,

X BRICE@EICCRBEADERZIZEE. Note#liC [Request Quotel]
ETRATE. BRBBRICA—IVICTHREVESEYSE
TEE. ARBEWTHOERERBHMLE T,

Terms and Disclosure

In order to better provide for the safety of IDT personnel and prior to the acceptance of any order for genes, IDT
requires that the following disclosure be completed by the ordering researcher or by an authorized representative of
the ordering institution.

Does the requested cloned DNA sequence encode (either fully or partially) a toxin?

(Yes (No

Does the requested cloned DNA sequence relate to the pathogenicity of an organism? @
(CYes (No Please describe in detail the organism and the related pathogenicity:

Does the requested cloned DNA sequence encode an infectious or replication competent form of a virus? @
¥es (No Please list the virus and its strain:

Does the requested cloned DNA sequence encode for an etiologic agent--(something which causes or may cause human

disease)? @

¥es (No Please describe in detail:

Does the gene element encode a product that can interfere with cloning or propagation in bacterial hosts? @
(Yes (No Please describe in detail:

ICJ | have read and accept IDT's terms and conditions I

XREICERBLTSEEW

Previous | Add to Cart

Shopping Cart

Current Order as of 201507/12 08:49.48 547 (MPDT)

Yaur aginkan (s mportant o us. Gick hem to givs us your sesdback on the ne ordaring axperenca.

g —

Ealuct AN Ciulbwin S b &
£a% 10 i Lt
21 Ramdomm u oo WAZE2S Email Canmume
Promo Code
Froduat Gene 5011600 bp Expecied Bhip 20T
——
fane Apoy
Furffication MG Guaanteed Veld Mo Guranies
Addisensd (DT Vector Amp Bhint Order Summary
Sarvioes
Bubioa| B2 JPY
# 2 Ramsamd u | - A | WZZ 000 ra =
Total T
Frodust MinKene 5200 bp Expested Ship mar | XREIRADFEMEATY .
[
- BAEAZ2~3HERS
Furffication MG Guaanteed Veld Mo Guranies ‘— b‘n\ lJ & T
- °

Aadil I artnr A Biint

Shipping and Billing

“Your opinion is important io us. Click here to give us your feadback on the new ordaring experience.

ShIpping Address Bllling Address

MEDICAL AND BIOLOGICAL MEDICAL AND BYOLOGICAL Order Summary
LABORATORIES LABORATORIES
MEL Delivery Center, Mippon Express MBL Delivery Canter, Nippon Express
Subtotal ¥22,000 JPY
Minaming 3-1, 1MInam-ku Mnaming 3-1, 1Mnamk-ku o g
NAGCYA-SHI, FEH0R. - Achi 457-0067 NAGOYA-SHI, TR - Alchl 457-006T
Total Inguire

Japan Jagan

Delivery Preference

* Ship proar when complata (single shipment]
Ship Nems & auallanle (Multiple shipments)

Dasumentation

TEn on parer, packaged with ather materials, and shipped with the order
< Blectionic Spet sheat
Cenificate of Analysis and all QG Data wil be availabie anling in Order History for
two years

Secure Checkout

Your opinion is important to us. Click here to give us your feadback on the new ordering experience.

Submit Order ¥

Order Summary

Additianal Information

Notes

Subtotal WBE.625 JPY

M. ZESUIMBL A 7 A T2 A b http://ruo.mbl.co.jp/bio/idt/index.html & ZFRIB T =0\,
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10. ATE{EF&EHK (gBlocks®)

ESHIR 2 AHDNABH T —ERXTH D gBlocks” (3. EREHEDEENLLEMEL <. BREHEHY EHETSh, FERRLEENS<HIET,
UL LERR#EEDRECZ>TNDEIIPHEE S AN BIDBEZTOERRMMZBECESILLDLBIHYITA

[ER5% - BIE1 DT DANTBIAE]
3.48% (@), B (@), &y (@) ZAALFT, Add

4.

DT 22 7% K (http://www.idtdna.com/site) "S0F 41 > L. [Order Menu] % 7

ZU YO LTRE. (p.ATSR)

. Order Menu~X—M [gBlocks Gene Fragments] (D) #21J)wvoLTTFE0\,

EEyE - B5E1 D9 DANTEAEEE3. &2 TRV — b SIE—&R—Z T

—ETANTEHE (1 ~¥HES) 134 2TBRZS 0,

IDT 7 SciTools Custom Synthesis
A PrimerCuest™
Bewign mécid Custom DHA Diigos
Oligoratyzer 3.0 Custom RNA Cligos
Latramer ONigos (up to 200 bases)
96 and 384 Well Piates
GMP for Molscular Diagnostics
‘Synthetic Genes
O]
Gene Expression
Probe-Based Assays
Primer Oy Assays
Mext Ganeration Sequencing Procesigrad GPCR Assays
Assary Plates
Exome Ressarch Pansl Cusstom GPCR Probes
AML Panal Molecutar Beacons
Pan-Cancer Paral
s

to Orderz2 v o L&d. GREBENHDIEET
MR—T8. 7%, BIMGHIIRR—29. & TR LS

gBlocks® Gene Fragments Entry

E}o-
e

‘Wondering when your order wil ship? Gheck the real time Order Status pagel =

s —

(A%
@
X5'Kinz ") VLT IR
FrvoaEANTLSES
Tost Compieuity g
‘Add to Onder
[TV =MD OSOAE—&&NR—XAPT—ETANTDHEE (1 ~HEXR) ]
XEINHHZIMESIE. ZEODFEXHENENTY .
[Bulk Input] 22 w2 (®) LEJ,
5. AENBEENBEZIDCT, TI/EIE () OXDICOAE—L. BEIFIFTL RS, Bulk Input
BYZEEIA B EOTNDRENH Y £T, ZDHE.Updatex o) v (@) LET, i g

6.

¥ ANABDEMERZWMEEIE. Expand AllE LIS ABIDITU f=fedhy Va0 1)y
JLTTE, [Test complexityl /R& > &D )y oFnid. BRIOSKREEEF Ty

TEDEEICKEYFIODT, [Addto Order (RIELSD) ] 20V ILTFREL. &

REEDIEERE . Shipping Cart ADEMAITTHhNE T,

9D ELHERET,

Custom Gene Entry L L L £
= oo pE————
#1  Aandom) E!
3 FAandomd v B

Add to Order

L BREONA AN — REREENHT . ARTRENEIIZINTE

FAEETC Y., FT v UIEBZMEIRIRE. [Add to Cart]Z2o )y oLTTF
T\ FEEOABIITEDOBYTY,

cBREI-RIDIRIINEEINEZTN? (®)

CERENHDEIINZENEIN?ELBENDIBEITFHERLTTE0,

(©)

C AN ZABERTREEEDHDEIN. £ L <IIT 1 IV ZEREDH DEIIL

BENTIN?ELEENDIBEIE. VAIVABEZOHRESHATS .
(©)

CAFICEEERIITAREDHORERFZ I— R HEINSEINIT

M?ELEENDIEEEF. FHRLTTE N, (@)

- RABEOBEZGITOEFEZI - FIDRINEEINZIMN?ELEIN

IEEIE. FRLTTS 0, (@)

Integrated DNA Technologies MBL #z= =%t (IDT-MBL KK)

'\@

Random1 CCGACACTTCCATACCTTGTCATTTTTATACCTTCG
Random2 TGGCCGCCTGCCCCCCAAGGACGTTCTGTCCGATO
Random3 TCTTGTGCAGGCTCTCGCCGGACCCTGCAAGCGCA

@ =]

Terms and Disclosure

In order to better provide for the safety of IDT perscnnel and prior to the acceptance of any order for genes, IDT
requires that tha foliowing ba by Q of by an of

Doss the requested cloned DAA sequence encode (sither fully or partially) a toxin?
Yes (_MNo

Doss the requestsd clonad DNA Sequance reiate to the pathogenicity of an arganism? (Q)
ez _No Pleass describe in detail the organism and the related pathagenicity:

Dios the requested cloned DA sequence encode an infectious or replication compatent form of a vinus?

Yes (No Pleass list the virus and its strain:
Does the requested cloned DNA sequence encode for an eticlogic agent--(something which causes or may cause human
diseasel? (1)

Mes Mo Please describe in detaik:

Does the gene slement sncode a product that
C¥es (Mo Pleass describe in detail:

with cloning or

in bacterial hosts? @

I | have read and aceept IDT's tenms and conditions I

XEREICERLTS LS

E-mail : oligo@mbl.co.jp



8. LLEMEMAIZEIL. ARDKDICEMERL VR

HARTENET, (B) 20y o LTIVR<E §

BICERIIDEENTEET,

X EREHENHDIBE. MENTHAUEIODOT, HX
SREITEREMEIIEHL TS,

Watch a video demo of new features »

gBlocks® Gene Fragments Entry
m Collapse All || Expand Al

Number of Entries: 3 Go

#1  Ramdomi ~ B

Sequence © Modifications @
AACGGGAAGCTTGTCATCAAT GGASTCCCATCACCATCTTCCAGGAGCGAGATCCCTCCARAA = = 3 Phesphorylation (for blunt
TCAAGT GOGGOGATGCTGGOGCTBABTACGTCGTGGAGTCCACTGEOGTCTTCACCACCATS claning onty)
GAGAAGGCTGBOGCTCATTTECAGGGGGGAGCCAMAGGETCATCATCTCTGCCCCETCTEE
TGATGCCCCCATGTTCGTCATGGGTGTGAACCATGAGAAG TATGACACAGCCTCAAGATCATC
AGCAATGCCTCCTGCACCACCAACTGCTTAGCACCCCTGGCCAAGGTCATCCATGACAACTTTG

GTATCOTOOAAGGACTCATGACCACAGTCCATBCCATCACTOCCACCCAGAAGACTOTGRATE  »

Test Complextty

The rej

GCCCCTCCOOGAMCTGTGGCATGATGGCCECGGAGCTCTCCAGAMCATCATCCCTGCCTCT

sequence
Tépeat near the 1erminal end(s) or A0d exira bases (o push the repeal intemaly.

peated

Lengin: 775
Current base: 0

Isrupt instances of the:

AMCOGGANGE exisis

following

at the locations: 1, Solution: Redesign 1o d

®

O B‘EDRIINEREEEDHDEY) T, [Edit Sequence] &0 voL
T, BIZZEBLTLEE 0,

O mIIZEE%. [Test Complexity] Z22 ') v o L CEREEEZREBLTT
=0,

O BERTE2HEEIF. TEDEIDBAYE—IMHETDT. [Update] =
20y (@) $HE A—F—DEEICRIET,

9. Shipping CartlZB# L &9, BRNED D/ [Checkout] 201 v ¥
(®) LTFE

10X (TEIERESFA T IBRDER 2TV E T,
#EIRL. [Continue] Z201) v o LTS,

[Paper Spec Sheet] %

11. [Submit]#2 )y o LT, #ERTTY, BEXHITICEREZD
EUTDFECT, EONTIRKMESIE. oligo@mbl.co.jp £THH
NWEHBLES . ZOBIE. A—ILEHERIC DTEXRHER] EAHLTL
EE 0

I Edit Sequence I

Length: 775

KACOGGAAGCTTGTCATCAATGAARATCCCATCACCATCT TCCAGGAGCBAGAT COCT CCAARATCARGTRAGECGATRE
TGGOGCTGAGTACGTCH GTCTTCACCACCA GGERCTCATTT! Ch
AAAGGGTCATCATCTCTGCOCCCTCTGCTGATGOCCCCATGT TCGTCATGGGTGT GAA CCATGAGAAGTAT GACAACAGE
CTCAAGATCATCAGCAATGOCT CCTGCACCACCAACTGCT TAGCACCOCT GGCCAAGITCATCCATGACAACTTTGGTAT
GT GGAAGGACT CATGACCACAGT CCATGCCATCACTGOCACCE TGRCCCETCL GG
GTGATGGCCGOGEEGCT OTCCAGAACATCAT COCTROCTCTACT GGCGCTGOCAR GGLT GTGRGCARGGTCATCOCT GAG
CTBAACGGGAAGCT CACTGECA TGROCTTCOGTGTCOCCACTGLCARCATGTCAGT GIT GRACTTRACCTGLTAT CTAGH
AAARCCTGOCARATATGATGACATCAAGAAGGT GGT GAAGCAGICGT CGGAGGGCOCCCT CAAGGGCA TOCT GGGCTACA
CTGAGCACCAGGT GRTCTCCTCTGACT TCOTCCACCT TTGACGCTGRGRCTBGCATTGCCCTC
AACGACCACTTTGTCAAGCTCATTTCCTGGT ATGACAACGAATT TGGCTACAGCA

I Test Complexity

Length: 775
Current base: 0

ARCGEGCTTGTCATCAATGGAAATCOCATCACCATCTT COAGGAGCGAGA T CCCTCOAR RATCAAGT GRGGLBATGCTGG
CGCTGAGT TCACCACD: TGEGGCTCATTT hARA
GGGTCATCATCTCTGCCCCCTCT GOTGATGCCCCOATGTTOGT CATGEGT GT GAACCAT GAGAAGT ATGACAACAGCCTC
AARGATCATCAGCANTGCCTCCT GCACCACCARCTGOT TAGCACCCCTGGOCAAGGTCATCCATGACAACT TTGGTATCGT
GGARGGACT CATGACCACAGTCOATGOCATCACTGOCACCCAGA AGACTGT GGATGGOC0CT COGGGARACT GTRGOGTG
ATGGCCGOGERGCTCTCCAGAACATCATCCCT GCOTCT ACTGGCECTGOCAAGECT GTGEGCAAGRT CATCCCTGAGCTG
ARCGAGARGCTCACTGRCATGRCCT TCOGTGT COCCACTGOCARCGTGTCAGT GGTGGACCTGACCTGCOGT CTAGAR AR
ACCTGCCAAATATGATGACA GCAGGOGT O CTCARGGGCATCCTGRACTACACTG
AGCACCAGGT GGTCTCCTCTGACT TCAACAGCGAC CCTTTRACGCT GGGRCTGCAT TGOCCTCAAC
GAGCACTTTGTCANGCTCATTTCCTGRTATGACAACGAAT TTGRCTACAGCA

Test Complexity

Length: 772
Current base: 0

Sequence passes initial screening

Shopping Cart
Current Order as of 2015/01/22 14:15:58 (MPDT)

XANBZERBLTSES L,

#  Random-1 Deisie I hove D Wishils! ¥20.000
gEcks® Gene
Proguct Fragments so1.7sgpp TIPS A 4 business aays Le
Purification Standard Desating Guaranteed Yiekd: 200 norams
#2  Random-2 Deiete  EGt  Move lo Wishist ¥24.000

Product Saamants 1611000 cASAZRT snuynessmiienﬁﬁ*ﬂwwmmtj-o
Purifcation: Stancaed Desaling  Guaranleed Yield: 200 ngrams BEAIZ2~30718

CRBIEBEY E T

& business days Length: 1000

# Rancom.d
gRiocks® Gene

Fragments 751-1000 bp
Standard Desating

#5hip order when complete [single shipment)

'Ship ttems as avallable

Proguct Ships within

Purification Guaranleed Yiek: 200 ngIams

ZELHZEIRLTSESE D,

Prome Cooe ca SubTotal ¥5B,000 JPY
Shipping and Handiing Inquire

Tax ¥0JPY

Total Inquie

Delete All llems

Sae To Wish List

Emai Cart/Quate

M. ZESUIMBL A 7 A T2 A b http://ruo.mbl.co.jp/bio/idt/index.html & ZFRIB T =0\,
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11. Alt-R™ CRISPR-Cas9 System

1.IDT 22794k (http://www idtdna.com/site) 75> [y scitools F oo e
074> L. [Order Menu] #7201 LTRE, ol [ L Pl Custor DA Oiges Qi selact
OligoAnalyzer 3.0 Custom RNA Oligas Predesigned GPCR Assays
(D. 4758 ) Uliramer Oligos (up to 200 bases) Gustom Gene Synthesis
96 and 384 Well Plates. gBlacks Gene Fragments
GMP for Molecular Diagnostics
5 - Synthetic Genes
2. Order Menu R—<(D [CRISPR-Cas9] &#2!) v (@) Order History (view al)
gBlocks Gene Frapments B No Order History Found
LTFE0, Gustom Gene Synthesis B E
Probe-Based qFCR Master Mix Saved Orders (view all)
Probe-Based Assays No Saved Orders Found
Next Generation Sequencing Primer Only Assays
Predesigned qPUR Assays.
Exome Research Panel Assay Plates Genome Editing
AML Panel Custom gPCR Probes
Inherited Diseases Panel
Custom Probes & Panels

3. RHEBUZEZZ L crRNAZBATZI5E. Orderz2!) vy (@) LTTFEL, crRNAAREGIBEIIR—ITE6. 2 ISR,

4. ANBENERRSNDDT, TESEHHAEE, [Close this window] (@) % CRISPR-Cas9 Genome Editing
S LTFE, BRICNESETRLETE. [TROEICPAMSA RS Increase efficiency of genome editing using the AI-R™ Aadtene| nfamaten
- " LTI CRISPR-Casd System. e
#20 basesEANLTFE L] EBANTNET, 65— ERRSEDIBE e o
I3, R~ [Show CRISPR Help] (@) 2o L&Y, koo T ey e it
anzzd A.)Y—R CRISPRcrRNA and AItR CRI?FR tracrRNA designs that increase h? CREPR G By
eriling effciency. IDT qusiy RNA ogonucleotides give you meve fulengih product
An important nate about ordering crRNA fian compastors’
* Imprve n-arpet optined o

of CRISPR crRNA and racrRNA clgos

+ Achiese lovet towicity and no innite cellular response 25 compared o i vt
ranseribed guids RNA atematives,

+ Save e and resources by eliminating n Uleo rangzsigtion snd purcalion stzps.

. pyofenes Gass SeqUANCE FECOgNINo & ACiEved by COMPIZKNG wih a Snor cTRNA that binds 20 bases on ine sirand of
DNA opposite the NGG, PAM site. Because the: ofRNA recogrizes the DNA strand oppasite to the PAM site, order your
crRNA by entering the 20 bases upstream of the PAM site, in the forward orientation 3= shown. Do not include the PAM
st

Onerng | Oweriew  Sugpot | Perfomance

Cenomic torget sequence 5. . CGAMATCGATCGATCGATCBATCGTGAATEGATE . 3"
Carrect crRNA hases ATCGATCGATCGATCEATCE Gustom CRISPR-Cas8 orRNA ard a CRISPR-Cas tracrRNA are required for the AILR CRESPR-Casd System. You wil ks
need § ppogenes Casd endoniulease, which can ba mbroduced Using the expressicn phasTd. Supgly your gwm transiection

Commen errars: reagents that will effectively deliver RNA and DHA into your cell lines. We highly recommend Lse of the contrals lsted here
Target sequence plus NGG HICATCONTEOATCRATCRTRS

Revarss complament of target COALLGAICGIICOAILOAT

Reverse of target GETAGCTARCTAGETAGCTA

Complament of target TBCHEEAECHIGERGE CRISPR crRNA @

fomer-defined orfiNA fiat wll bind fo 20 b i DA strond thet is opposte to the NGG, PAM
‘sequance. Prices shown are for each crRNA and plates requive a minimum order of 24. More inio >

Description Pricing
If you are pasiing your CRISPR target site from an onfine design lool, make sure you vesify the comect sirand arientation ALR™ CRISFR oA 2 el i for Picing
AILR™ CRISFR cRNA, 10 nmal Inquire far Fricing
@ Glose: this window ALR™ CRISFR ciRNA, 2 nmal, Plate Inquire:for Pricing

5. BI&EAA (B). ZT—)L%EEIR (®). 20 base D DNAETIE A S CRISPR Oligo Entry
LT [convert to RNA] (@) =2 wvo L&9, &#%IC[Continue] (®) st s - &

B E—

:
2
i
©®
® ®"

Show CRISPR Ml
’:j'.‘llﬁillfx::(x) [+ @
T 5™ @ Dwante. 10 i
6. ZOMA-REZDEXEITAET . I CICFmICtracrRNASZBHFS CRISPR Oligo Entry
D&, [Add to Order (RIEE£D) 120 v (@) LTFE\. CRISPR fracrRNA
WEBISEIS DBELREBOMBEEHEASLTHS (). [Add to Order (R s s i . e o 1 s S s
BH2) 12000 L&Y, PRS- p—
]_>1 £ mual A R™ CRIEPR waofiNA- nren
[ 20 el AR CIUSTT aefih nrEn
o 100 nonol ALR™ CRGMR b RA WEM gaie.
CRISPR-Casd condrol kits.
.W»:."n.lrhm mune, o i iokades SacA DFHEN corbodl TRAA et
Cuamtty Proguct. Catilog # Price
» 2 memal A% R™ CHISFH Contral Kt Human WEs Ingare.
¥ 2 ol AR CIIEFH Conrel KA Mowse: Nl gt
3 2 ol AR R™ CRISPR Control Kt Rat s Iagare.

7. ABICEEL\AE VA EEERIS. CheckoutZ 2 ) w4 (@) LET, Shopping Cart

Cumant Ordar as of M54 102 106242 53 MPOT)

= @)

L Suiseral [ —y I Chockou |
ek s Wadu Lind
D21 tem “ (] ar 1 n el L
FrmaCaw
Prociuct MR CRISPR nRMA 7 el ‘Pxpaced Ship Do 0I5
Prtication 0700« e
I rmal =
A Crder Summary
Langth ®
Seqursce Subictsl L g
T ™o
Tetal O
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8. FA VRO DEBRNHTINIEITDT, BHADLE. R—IFTFEH;D Accept a2 ')y

JLTFEY,

9. ERLMFEFNERRSINE T, [Single Shipment]. [Paper Spec Sheet]

ZERLTT S0, #ERE. [Continue] 22 ) w0 (@) LTTFEL,

10.[Submit Order] 22 ') v o (B) §2EENTTTY,

X FRICEEICTRBENDERLIFSIE. NoteilC TRequest Quote] &TZATE L,
BRBIERICA—IVICTHREYASRY S ETCEE, ARBENTHOERERA

BLET,

License Statement

e
RN

Shipping and Billing

YOUr epinion is IMportant 10 us. Click hede to giv us your feadback on the new orering experience.

MEDICAL AND BIOLOGICAL MEDICAL AND BIOLOGICAL Order Summary
LABORATORIES LABORATORIES
MBL Delivery Center, Nippon Express. IMEL Delivery Canter, Nippan Express

Subtotal ¥22,000 JPY
Minaming 3-1, 1MInami-ku Mmnamino 3-1, 1MInami-ku Tax 0 JFY
NAGDYA-SHI, F408. - icnl 457-0057 MAGOYA-SHI, R - Aichl 457-0067

Total Inquire
Japan Jagan
Delivary Preference

* Ship prder when complate (single shipment)
Ip iems as aval MUl ShimEents

Documentation

FTIIEC O Papet, Packaged with olher matesials, and shipped with the order
< Blecironic Spec Sheet
Cenfficate of Analysis and all QC Data wil be availabie onling in Oroer History for
WO years.

Secure Checkout

Your opinion is important fo us. Click here fo give us your feedback on the new ordening experience

o [

Additional Infarmation

e Ordler Summary
Subtatal ¥22,000 JPY

Tax ¥0 JPY

Total Inguire

M. ZESUIMBL A 7 A T2 A b http://ruo.mbl.co.jp/bio/idt/index.html & ZFRIB T =0\,
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IDT o = 7*Y—JL&F /= LNA PrimeTime® Probes (LNA Dual Labeled Probes) Ms%st 5%

1. LNA PrimeTime® Probes = ¥ Al g4

1. 5 RIGICHABR, 3 RIKICIIVFr—mHd7O0—7

2. IBEH 10 ~ 25 bases
3. LNAIZ1 ~ 6@

2.3. ZWESHIMEETEH, HALEX TED ZENFRETY . BIZE IEAD L. oligo@mbl.co.jp ZTHENELELLZS,

W HFREXICDONT

1. B/NER R —I : 250 nmole
2. RENENVNS LK BUET,

3. BRLENERI AU E T,

2. LNAZZUEIIDTMmEZEHTDHE

1. [IDT Biophysics] &#&%&L. DNA Thermodynamics
& Hybridization - IDT Biophysics (http://biophysics.
idtdna.com/) IZ72EZLTFE,

2. PHNSA -5 —%3 7vFZEE (D) LTTSY,

X ZONTA—T—F, —BOBYRIY—I VI ADR
ETY. FRIDVRY—IVIRDERNAN DT
WBIBGIE. EOEKICHHETREZANLTTS
(A%

3. BEHFEDTO—TDEI (10 ~ 25 bases) &AL
L. CALCULATE (@) Z#2') v o LTTFE,

X LNAIBEDRIC [+] ZANTTS(F : +A, +T,
+G, +C)o SNPRHTAIMSEEIT. 2FICIHZFICLNA
ZREITDILZHITIHLET,

4. LIdn<d2E, TmESHEHENET,
¥ IDTTIE. LNAREZZTH ) JDADERII S (>

2DHE EERFB Ao BRIGICHAE VIV F+—0D
E8HH %S LNA PrimeTime® Probes DA &M ATBET T o

Integrated DNA Technologies MBL #z= =%t (IDT-MBL KK)

XIDT Biophysics

INTEGRATED DMA TECHNOIOGIES

| DNA Thermodynamics = UV Spectrum | Publications | ToolHelp | ContactUs

DNA Thermodynamics & Hybridization Oligo + Target — Duplex

s'-_SQQ\IIIIﬂ: # Bases: Oligo Cone UM
Target Conc 0 UM
Na*, K* Conc 50 mM @)
Mg?* cone [ mM
dNTPs Conc -m_ mM
> -
A3
Mismatch, Dangling Ends

Base Sequence Symbols

Native DNA: A, C, G, T

Inosine: 1

Locked nucleic acids: +A, +C, +G, +T

INTEGRATED DMA TECHNOIOGIES

IDT" Biophysics

| DMA Ther | uvsp | || Tool Help | Contact Us

Exact match sequence:

5'-GA+GC+CGA+GGAT+TTC-3'
I-CTCGGCTCCTAAAG-5

Tm Gibbs Energy (AG37) Enthalpy (AH) Entropy (AS)
[eC] [kcal/mol] [keal/mol] [cal/(K-mol)]
Exact match | 63.77 -17.97 -106.50 -285.46

E-mail : oligo@mbl.co.jp




3. SNPs B D/=pDTO—T %85I D5H%

SEIEEY—ILERNT, SUYLICER LI TN TSNP OREATO— TR LN ERBINET,
Wild Type : ACCTAAATGCAAGTAGCCACTAAGGAGGCG

Mutant
1.BIR—2 2-2. XTEHTTE,

2. SNPRI 2 a3 vZEFRDICEGR 10 bp BEDES % &R
L. SNPORY L 3 v EBXUBEROD 35HEZ LNAIC
LET,

Wild Type : AAATGCAAG+T+A+GCCACTAAGG

3. 2% SequenceICAN (B) L. ZDOTFICH
% Mismatch, Dangling EndsDF T v IRy T ZIC
FTvo (@) ZAn. CALCULATEZZ U Yo (®)
L&Ed,

4. INTRODUCE MISMATCH A'Sequence D FEBICE
RENFTDT. LEO—HDHEFEDEEEAS (©)
LEd, /. ¥—7Y bDOEIIEHRN S Unpaired
Base DIEEAEHNTAN (@) LET, FEBRIIDRF
FRNETO—-T LT 2156, SFTEREDHEHETH
% "T" A*Unpaired Base I L £,

Wild Type : AAATGCAAG+T+A+GCCACTAAGG

A A

: ACCTAAATGCAAGTCGCCACTAAGGAGGCG

DNA Thermodynamics & Hybridization Oligo + Target — Duplex

5. At BECALCULATEZZ U Vv OTBE, HARED
FORIBRARRENE T,

6. KEADERZHE LD, RSZH/HL I, 5 Kif
ISHAIERZR DGIBEMAC L. LNAZ [RimIUSH]
THD [SNPRIL I ICERELZLNA] 1oBEL T
BELET (1 ~ 3@,

7. Exact match®TmfE% 64 ~ 65C. Mismatch®Tm
BZS5CUT. AEETHNIEZD2DDTmEA 10T
MEDEICEDEDIT4~6DIEEAAENEREL F
9, SEBII/NY 77 —BEREE Mismatch DIEE %
Unpaired Base Z AN 9 2WEBAHIET (ZOANDD
EETCTMENAETLLEDLUEY),

¥ CALCULATE#. [R2] Z2E127) v o LTHRIAIDA
AR=DICRDENY T 7 —RENMREINF EE
FIDISEH HEF I (FireFox.Chlome. |IE THEEH) o

O IDURAZV T RINAR

, Sequence: # Bases: 21 Oligo Conc 0.20 uM
5'- AAATGCAAG+T+A+GCCACTAAGG @
Target Conc 0 UM
Na*, K* Conc 50 mM
Mg2* Conc 3 mM
dNTPs Conc 0.8 mM
(@) [ cALCULATE RESET
-3
# Mismatch, Dangling Ends  (4)
Base Sequence Symbols
MNative DNA: A, C, G, T
Inosine: 1
Locked nucleic acids: +A, +C, +G, +T
INTRODUCE MISMATCH
Unpaired Unpaired
Base Base
5'- Y|l A A ATGCAAGITHA+EC C A C T A A G G ¥
®IIIIIIIIIII©IIIIIIIIII®
3 'TTTACGTTC'ACGGTGATI‘C_C v
-1 1 2 3 4 35 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22
Mismatch sequence:
5'-+G CAAG+T+A+GCCA CT*-Z&'
F@ELGTTCA 6 C 66TGADS
Exact match sequence:
5-TGCAAG+T+A+GCCACTA-3
I-ACGTTCA T C GGTGAT-5
T— Gibbs Energy (AG37) Enthalpy (AH) Entropy (AS)
[=C] [kcal/mol] [kcal/mol] [cal/(K-mol}]
Mismatch 52.50 -13.89 -94.95 -261.38
Exact match 64.41 -19.12 -120.11 -325.61
Difference 11.90 -5.23 -25.15 -64.24

Mismatch sequence:

5- TGCAAG+T+A+GCC+ACTA -3'
3-TACGTTC A G C GG T GATT-5'
Exact match sequence:

5- TGCAAG+T+A+GCC+ACTA -3'
3-TACGTTCA T CGGTGATT-5

Tm Gibbs Energy (AG37) Enthalpy (AH) Entropy (AS)

[=C] [kcal/mol] [keal/mol] [cal/(K-mol)]
Mismatch 52.36 -13.92 -96.46 -266.15
Exact match 64.13 -19.15 -121.62 -330.39
Difference 11.77 -5.23 -25.15 -64.24

GEADT LIV ERRIT 2188, Exact match & MismatchdD TmDEAH LICL W esh, BRI/ O—TJ&HRstLTTFEN,

BRI ZUERIDIAYETH BNDEBERNICTMEDEA LN D). BEB TR TEDLSICBUET,
EUIDUERETHEEECZLNAICTDZETMAERLPT < TUVEE (AF/IE0)1d. 1 DRIDEEN PUDIBEICIITMA LR LPTVTT, (A+G,

A+A. G+G. G+A)

B SE Xtk

SNPRY2avEZ0mAID3EEE LNAIKES 2 ZDHRABES. FEONBMESEICLTNET., FIAVYFOREEIIDNTORREISNEY, A—T0T7oE2

WX TY, TOTEBLIZE,

1) You Y et al. Design of LNA probes that improve mismatch discrimination. Nucleic Acids Res. 34, e60 (2006)

M. TSESUIMBL A 7 A T XA b http://ruo.mbl.co.jp/bio/idt/index.html = ZFB TS0\,
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