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xGen Exome Research Panel v2
Go ahead and commit. We made a lot.
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Discover more at
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next generation sequencing

More complete coverage
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Achieve more efficient sequencing and save costs
xGen Exome Research Panel v2IE. BUU—RETHRIFEVWANLDY I ERE TE V— Y AIAN EIE TEE D,
N\ B94. xGen Exome Research Panel v2 [JANEZHIHTGEZT .

~

L €0 xGen Stubby Adapter and Unique DNA Index Primer Pairs
3 & &. Lotus DNA Library Prep KitZFBWLT100 ngdERs' /L
o DNA (Coriel) 5. DNASA T SUBRERLE Uz, TNBDS5ATS
29 40 Ul 8-plex (IDTLSY) &1zl 12-Plex(IDT) T TVUvFEINE LIz,
EQ TYUyFSNz54 T S5U% NextSeq (lumina) T —o VR (U—R
22 £ 2x100) L. 19 Y IS UL 75XTFgH/\Lw S (Picard) #1851z
o= DICHERY—RFEUEETE LS UTc, TDE%ZTTIC. NovaSeq S270—
E ° 201 )b (Illumina) TY—4 VR TER Y FILEEStELE U,
53
Z -

04

IDT X R A
J

-

Ordering information

Product Size Catalog #
4 rxn 10005151

xGen Exome Research Panel v2 16 rxn 10005152
96 rxn 10005153
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